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NTDB id 1058288 O1Q83 RS07155 WP 132301158.1 RKSETTCDCFHPHFCPDHLLAQFYYPLSPQKNMIFAKAYYPQKLISFNGTRNSSDSGCFMLQAEQSRTLFAFSNLGRIRL 159
NTDB id 1350 HI 0938 AAC22602.1 VKNNQTCDCLNPINCPKEVYAHFYYPYFPNKTMIQSHHIYPKEITRFDGIRNTIVTRCFILQAENERTLFLFFNVGSIRV 160
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