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NTDB id 370 SMU RS04260 WP 002263294.1 ................................................................................ 0
NTDB id 1058157 ACFLK5 RS04060 WP 004996407.1 ................................................................................ 0
NTDB id 358 SMU RS01425 WP 002263523.1 YLRELSKTNKQGTTALGIVEAAKKLGFETRSIKADMTLFDYNDLTYPFIVHVIKGKRLQHYYVVYGSQNNQLIIGDPDPS 160
NTDB id 421 SGO RS10260 WP 012131060.1 TLREKAKTTNDGTTALGLVKVAEGLNFETRAFKADMSLFDLEEVSYPFIAHILKDGKLLHYYVVTGQDKHTIHIADPDPQ 116
consensus *** ** ******** * * **** ******** ******* **** ** ***** * * ******

logo

VKMVTKRI
MSKRERFEQQSEWTGI

L
A
TI FLAPQSPANYKMPEHSKNQEGKEKKSNLGLLSDNQMFAFIPYL ILFIKGKYQKGALFIMGTLNYAI IVLI FASTI

L
I
L
V

S
V
S
T
T
L IDNTVI IVGPSDYRYLKQEGSMI ILTDETMY

NTDB id 370 SMU RS04260 WP 002263294.1 .............................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTM 51
NTDB id 1058157 ACFLK5 RS04060 WP 004996407.1 ................................................................................ 0
NTDB id 358 SMU RS01425 WP 002263523.1 VKVTRMSKERFQSEWTGLAIFLAPQPNYKPHKGEKNGLSNFFPLIFKQKALMTYIIIASLIVTLIDIVGSYYLQGILDEY 240
NTDB id 421 SGO RS10260 WP 012131060.1 VKMTKISRERFEQEWTGITIFLAPSPAYKPSQEKKNGLLDFIPLLIKQKGLITNIVLATLLVTLINIVGSYYLQSIIDTY 196
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NTDB id 370 SMU RS04260 WP 002263294.1 TKGLAGKIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTND 131
NTDB id 1058157 ACFLK5 RS04060 WP 004996407.1 ................................................................................ 0
NTDB id 358 SMU RS01425 WP 002263523.1 IP....DQLISTLGMITIGLIITYIIQQVMAFAKEYLLAVLSLRLVIDVILSYIKHIFTLPMSFFATRRTGEITSRFTDA 316
NTDB id 421 SGO RS10260 WP 012131060.1 VP....DHMKTTLGMISIGLIIVYILQQFLSYAQEYLLLVLGQRLSIDVILSYIKHVFQLPMSFFATRRTGEIVSRFTDA 272
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NTDB id 370 SMU RS04260 WP 002263294.1 VDLMTQSFNQSLVSMVA..AIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLAD...VSGY 206
NTDB id 1058157 ACFLK5 RS04060 WP 004996407.1 ................................................................................ 0
NTDB id 358 SMU RS01425 WP 002263523.1 NQIIDAVAST.IFSIFLDMTMVILVGGVLL..AQNNNLFFLTLLSI...PIYAIIIFAFLKPFEKMNHEVMESNAVVSSS 390
NTDB id 421 SGO RS10260 WP 012131060.1 NRIIDALAST.ILSIFLDVSIVSIIAIVLF..SQNSSLFFLTLLGI...PVYALIIFLFMKPFEKMNHETMEANSLLSSS 346
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NTDB id 370 SMU RS04260 WP 002263294.1 VEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSG....IMMPLMQFIGNFGYVMVCIVGATMAINGDITMG 282
NTDB id 1058157 ACFLK5 RS04060 WP 004996407.1 ................................................................................ 0
NTDB id 358 SMU RS01425 WP 002263523.1 IIEDINGME...TIKSLTSESARYQNIDSEFV.DYLEKNFKLHKYSAIQTALKSGAKLILNVVILWYGSRLVMDNKISVG 466
NTDB id 421 SGO RS10260 WP 012131060.1 IIEDINGIE...TIKSLTSEKQRYQKIDKEFV.TYLKKSFAYGRSESLQKVLKAAARLILNVLILWLGATLVMDQKISLG 422
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NTDB id 370 SMU RS04260 WP 002263294.1 TIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHD 362
NTDB id 1058157 ACFLK5 RS04060 WP 004996407.1 ................................................................................ 0
NTDB id 358 SMU RS01425 WP 002263523.1 QLITFNALLSYFSNPIENIINLQSKLQSARVANTRLNEVYLVESEFEKDGDLSENSFLDGDISFENLSYKYGFGRDTLSD 546
NTDB id 421 SGO RS10260 WP 012131060.1 QLITYNTLLVYFTNPLENIINLQTKLQSARVANERLNEVYLVKSEFEEKKLIKDLSHFQADIDFRGVSYKYGYGANVLSE 502
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NTDB id 370 SMU RS04260 WP 002263294.1 FSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQ 442
NTDB id 1058157 ACFLK5 RS04060 WP 004996407.1 ................................................................................ 0
NTDB id 358 SMU RS01425 WP 002263523.1 INLSIKKGSKVSLVGASGSGKTTLAKLIVNFYEPNKGIVRINGNDLKVIDKTALRRHISYLPQQAYVFSGSIMDNLVLGA 626
NTDB id 421 SGO RS10260 WP 012131060.1 IDLHIPAGSKTSFVGVSGSGKTTLAKMMVHFYAPNQGDICLGGVNLNQLDKQALRQYINYLPQQPYVFNGTILENLLLGA 582
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LARALLKTQDAPLVL I LDEATSSVLDTIRLTEEKKLR IQIDRS
NTDB id 370 SMU RS04260 WP 002263294.1 KHIT.DEQVIAAAKAVGVHHFIKTLPKGYDTVLD.DSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQR 520
NTDB id 1058157 ACFLK5 RS04060 WP 004996407.1 ................................................................................ 0
NTDB id 358 SMU RS01425 WP 002263523.1 KEGTSQEDIIRACEIAEIRSDIEQMPQGYQTELS.DGAGISGGQKQRIALARALLTQAPVLILDEATSSLDILTEKKIIS 705
NTDB id 421 SGO RS10260 WP 012131060.1 REGTTQEDILRAVELAEIRSDIERMPLNYQTELSADGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIID 662
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NTDB id 370 SMU RS04260 WP 002263294.1 AMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
NTDB id 1058157 ACFLK5 RS04060 WP 004996407.1 .MLD.IENVTIIAIAHRLSTIKHMDRIIVMDKGKIVEDGTFKELWEHQVNGFV........... 51
NTDB id 358 SMU RS01425 WP 002263523.1 NLLQ.MTEKTIIFVAHRLSISQRTDEVIVMDQGKIVEQGTHKELLAKQGFYYNLFN........ 760
NTDB id 421 SGO RS10260 WP 012131060.1 NLMV..LDKTIIFIAHRLTIAERSEQVVVLDQGRIVESGSHKELIEREGFYHHLVNS....... 717
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