logo

NTDB id 1058110 ACFMSI RS01490 WP 381543575.
NTDB id 11 SA RS00430 WP 001186602.1
consensus

logo

NTDB id 1058110 ACFMSI RS01490 WP 381543575.
NTDB id 11 SA RS00430 WP 001186602.1
consensus

logo

NTDB id 1058110 ACFMSI RS01490 WP 381543575.
NTDB id 11 SA RS00430 WP 001186602.1
consensus

logo

NTDB id 1058110 ACFMSI RS01490 WP 381543575.
NTDB id 11 SA RS00430 WP 001186602.1
consensus

logo

NTDB id 1058110 ACFMSI RS01490 WP 381543575.
NTDB id 11 SA RS00430 WP 001186602.1
consensus

logo

NTDB id 1058110 ACFMSI RS01490 WP 381543575.
NTDB id 11 SA RS00430 WP 001186602.1
consensus

logo

NTDB id 1058110 ACFMSI RS01490 WP 381543575.
NTDB id 11 SA RS00430 WP 001186602.1
consensus

*1 1

oo B VR TERsECYS g 1 sk ORI SCKS IRPELCR DA
B EECH forRa S Cal R Ry | WIS e (HDA N Dol

btk L EL % LU0kl

RIS Edr L LY

Pokkok Dk L LLLLLELE Lt bkl L0

ASHR e Rt 1)

KU1

-
K

IVE LH QNVEFFSLSERMEV)SYS GKLMLQILASFSEFERNWI EN WWGQEINRAMEGYYQGN
DLLISIVE LH QNVEFFSLSERMEVIMYS GKLMLQILASFSEFERNRI EN BMRAWNEGYYQGN
] 111

Dkl Ik Dlk L1 D11

Pttt el Y EE A UL VR S LS PR

LPLGYNWIPMIK ELMINQHEANIVKYIFESYAKGHGYRKIANALNHKGYVTKKGWPFSISI\ TYILENPFYIGKIQFAK
LPLGYMINIPNSIKBIELMINQHEANIVKYIFESYAKGHGYRKIANALNHKGYVTKKGIMPFSISK TYILEINPFYIGKIQFAK
11 ]

PULUL L0 T L0 et P kbbb T ittt

LR ARSI ST

g A
FE
KGLNDKPVIAEGKHSPIIGMDLWDKVQBRKKQVSIMKPQVHGKGTNLLTGII C J4CGA MAASNTTNTLKD
KGLNDKPVIAEGKHSPIIIMNDLWDKVQEIRKKQVS[KPQVHGKGTNLLTGI IIICI4NCGAYSUAASNTTNTLKD
trrrrrrrrrrrrrrrrrrnt L e A e
O )
TKKRIRYYSCSNFRNKGSKVCSANSVRADVIEIMYVMINQILEI KSDKV |qNVVid VNQENQ DMAAL HDIAYKQQQ D
Gy SConemikoskvCsinsvRabvIEBvEGr e Sk MEvaenG DRAALERDAvER0) D
Prrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrr ot 11

T

AL 2 DL S 2oL T Lt e L e

E WKLINLIWNTIEDNPDLTSH P INYEQLNDITNQ NQLKEQQNM KPR DyyKEIIVA NEBEGA
E MKLYNLITIEDNPDLTS|] P I IMYEMQLNDITNQ NQLK QQNja KPll DIKIIRNMLLQEIFENI KBS
I T

Pkx 11 *® 11 x| PUUsk Db 1 oswkok !
LY
LY
M

QD
= =

| S T T B B B B B B I B A E A

R e

ALYL VIDRIDI KDGNHKKQFYVTLKLNNEIIKQLFNNpRYLDEV LSTSSLFLPQTL L{NI 541
ALYL VIDRIDI KDGNHKKQFYVTLKLNNEITIKQLFNNIS LDEVEBILSTSSLFLPQTL LI 542
] Pk DL sk bbbl kbbbl bEEE L%l |

79
80

159
160

239
240

319
320

399
400

479
480



(>4 ES

non conserved
similar
>50% conserved



