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MKQWIGYLRQST KQQSLAAQKQINIEA AEKHBIIQHINFYSDKQSGREDNREGYRQ T LIQQGQCD LCCYRLNRLHRN
MB AIGYLRQST KQQSL AQKQTIRALAEKHNIQHITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN
MKQAIGYLRQSTHKQQSLAAQKQTIEALARKHNIQMITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN

AL LS DR B TR

LKNALKLMKLCQNYHVHILSVHDGYFDMDNAFDRIJKLNIFISLAELESDNIGEQV NG [MEKAKQG LITTHAPFGYJYYH
LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVENGIKEKA QGKLITTHAPFGYHYH
LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQV NGIKEKAKQGK ITTHAPFGYHYH

L e

NGEYFPAI [Ny PTVKAVENYY JSGBIGYKKIAQIMLEADNg] INRNPYQVRNII NPNYCGRVINQYGQ NMFP IVST I
NGTFTIDTVKAPT KAVENYYLQGYGYKKIAQYLEADNKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI
NGTFTIDTVKAPTVKAVENYYLQGYGYKKIAQYLEAD KFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI

el TR R e

QRL QKQ K{glS NQLKQKIKCPECN TLTNMTVRKKNHTLRYYVCPIINMNASRFVC FKGINAQMLEPISVLIAY
Y
Y

EQ4AQVTRTQKQVKRKPSENQLKQKIKCPYCESTLTNMTVRKENH LRYYVCPQNMN RFVCEFKGINAQELETSVLAT
EJdAQVTRTQKEVKRKPSENQLKQKIKCPYCINSTLTNMT RKKBHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLAT
T N Ry ey e N N N NN

o

TSR AACRPLETAT oL LA DA ERERT Rt e

CRDF QNQI Y KIJAINISR KRQR IES BITLYWNEQLIEKLAQGMIDAETFREQTQSLRQQIJAEN SIN QI[N peiQ
CQDFFQNQQLYSKINHTIQQRLKRQRD ETKTTLNHEQLIEKLAQGKIDAETFREQTQSL QQSKPISSIS YQIRKAFQ
CQDFFQNQQLYSKINHTIQQRLKRQRDIETKTTLNHEQLIEKLAQBKIDAETFREQTQSLRQQSKPISSISHYQIRKAFQ

TP T

NITIQMRFTLNALYPYTI p§IjIT K KNLISGIYFKNEPLNIVEQTM[NS]S IE 449
NITIQQRFTLNMLYPYIDEINISKNKSLAGIYFKNEPLNIVKQTMIY 449
NITQQRFTLNMLYPYIDEINISKNKSLAGIYFKNEPLNIVKQTM] 449
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X non conserved
B similar
>50% conserved

160
160
160

240
240
240

320
320
320

400
400
400



