logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1401 DSB67 RS12665 WP 010643259.1
1293 VP RS12240 WP 005479695.1

1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1057997 ACFJIS RS02390 WP 062474518.1
1058 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1401 DSB67 RS12665 WP 010643259.1
1293 VP RS12240 WP 005479695.1

1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1057997 ACFJIS RS02390 WP 062474518.1
1058 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1401 DSB67 RS12665 WP 010643259.1
1293 VP RS12240 WP 005479695.1

1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1057997 ACFJIS RS02390 WP 062474518.1
1058 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

sxLx | CDEBRLCAALLD=GY LeDesLQRALERHEREVGCRLABVLYD=GCiv=sEBRIABX | EBEREC | PLVRELLRVE Y BPEXK
MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK
.MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL

RerBREXARNLRALPFALBEexsYRVARYRP LSS ESYELYEDS s CEMYEPYQAERBERY WAYAKHYPELGLEY Y P s X
ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP. .P
RSIRPQTALNLQAFPFALE. .GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA

SeRCBLSEKLCERLYySRGK | TBRRLe¥ALSRQeRTCBALCRTLYsBRAY "EBRLYBXLAEQeCr eFLerreGaMPoeEEX X
SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA
SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL

80

~
[eNeoRoNeoNoNeoNoNe o]

158

[eloNoNoNoloNoNe)

237

[eNeoNoNoNoRoNoNe]



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1401 DSB67 RS12665 WP 010643259.1
1293 VP RS12240 WP 005479695.1

1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1057997 ACFJIS RS02390 WP 062474518.1
10568 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1401 DSB67 RS12665 WP 010643259.1
1293 VP RS12240 WP 005479695.1

1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1057997 ACFJIS RS02390 WP 062474518.1
1058 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1401 DSB67 RS12665 WP 010643259.1
1293 VP RS12240 WP 005479695.1

1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1057997 ACFJIS RS02390 WP 062474518.1
1058 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

L LRRDALRY EAVPYSESR=eVEaVY E SDPRERBERYRRL v MRPXBEY L ARPERWVEEL t BERRYPQRMRLCEXLVQEGLLSR
LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR
GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR

1 A KV S < A S48 D =
gé}kgEALéKngYtéEENL%-;JLR~_Eg%?é@gégg%&%@%iLéé%é%xLF?%E%'?éA'EFIr ETIFXAJAE;YI&ELBS

2 S Nl
NESRASING) oL FalESECS ] TRoxASE =

EALKEALEVQKGLPRAKP ARPEDVJ2EA QEEKEREEANNGANETQLEYEYMIPEE
DQLREALQVQAREG SA QBLeK EMWARSIRAAQLEYEF|RYP IQ
.............. ATRESA
.............. FSEEINS
.............. FSEERS
MAL......
.............. [FHYYNESQ[N. §KE PMFS%V RV
MAAAEIPVKETTQIAMP SAEKEAAKTAIRDEYQKSLEGRTEFEMAEINT GEEANSIA ADIWAH TINSIS A
MSA...... TABDAABRAKQDTMAY|BEEEVH SLINNITESIAE
MSA...... QAJREKARKFKQDEMP YISRDNF S LTINS ISILE
sokkokk KRk kkk ok * % Kok ko kokkk Rk Rk K * koK X Kok K

e eelee Bl R Lo D) heDoitfire  LVEDMB R sk e
LN

DPPDPGAPL

NPPDPKVAL A
cQQ LA
CQT
CcQQ
PVN QHNE
LMG PQEQKTVSAE
PKD QQRAEK

PKD
D PHELFLKDKEDKINNQ
*ok kK Kok okok * *okokk ook Dokokok ok ok ok ok ok o ok ok ok ok ok ok ok ok ok ok ok ok k

317
317

[eNeoRoNoNoNoNoNel

477
472
141
141
141
149
140
155
149
149



3 R DIHEAE, R
E%§ﬁ§5§(k§E|AFEEFE BNLVSZi%? = ngéEDLégQEAALVﬁxiu L QA =ASDL QE&X v L.

NTDB id 1028 TT RS08215 WP 011173991.1 AE...... LE] IAER .AKKQA[EEV.

NTDB id 1306 DR RS10060 WP 027479822.1 KG...... FE.K NK AERNKTQQSQ.A

NTDB id 1168 A1552VC RS11070 WP 000957200.1 SIQGAANQGK ANLK S .QSI

NTDB id 1401 DSB67 RS12665 WP 010643259.1 SLGQEKSGI#K IRAGLYDEG .ENI

NTDB id 1293 VP RS12240 WP 005479695.1 SLSHEKSG|RK NQ ASLD GA . DNIEDLSQINSHAYS)

NTDB id 1251 GC085 RS07725 WP 011946523.1 KESQG. . S YVE SG IFEGLEISA DQDIITATSVT P V F NK LLDA

NTDB id 1110 NGFG RS09235 WP 003689817.1 STSL. ... #QX8G.1y........ GQE SHTLY IPNEEAEBGIAYPAMIHIIT|# S|

NTDB id 1057997 ACFJIS RS02390 WP 062474518.1 AAET.... NS VGTEF DVTA TSGDAN QAIAEV PVVRF jIK LLDA

NTDB id 1058 ABD1 RS01615 WP 001274986.1 ES...... SF FND DGPTAQED APQG P V INK L DA

NTDB id 1018 ACIAD RS01685 WP 004920473.1 ET...... HFNFDTEL DPHTTDDD DKLK P V INK L DA

consensus * % %k 3k * ko koK ok ko ok * % %

AiRK g R sl I ETL e Eh e

.—:“t\R/E\sNNF/\E:) >/\\/ |Ir = Ql:I % /B\‘%\<> LITLN |-F iQKg '/I‘QLEL

NTDB id 1028 TT RS08215 WP 011173991.1 APYSTLKGALNA ISVERE R

NTDB id 1306 DR RS10060 WP 027479822.1 R

NTDB id 1168 A1552VC RS11070 WP 000957200.1 R .

NTDB id 1401 DSB67 RS12665 WP 010643259.1 R PQDGRIKLK NIOMMYATIDNIRVSTLPTLFGEKIVLRLLDSSSAIN

NTDB id 1293 VP RS12240 WP 005479695.1 R PQDGRIKLK WOMBMATDNIRVSTLPTLFGEKIVLRLLDSSSAN]

NTDB id 1251 GCO85 RSO7725 WP 011946523.1 R PQDGEgK XK [K S AIDFRVSTEPTEJAGEK V R G

NTDB id 1110 NGFG RS09235 WP 003689817.1 R 'PQDGR ' [MLggrK (e I DFRVSTLPTLFGEK V R N

NTDB id 1057997 ACFJIS RS02390 WP 062474518.1 R PQDGR KLK [y \[YIDFRVSTLPTLFGEKIV R G

NTDB id 1058 ABD1 RS01615 WP 001274986.1 R PQDGRIKLK BKES] AIDFRV]| LPTLFGEK VLR G

NTDB id 1018 ACIAD RS01685 WP 004920473.1 R PQDGRIKLK BKES] WIDFRVW] LPTLFGEKIVLR G

consensus IESEEES * % * 1ok okok ok [N kkokk ok ook |k | Pl DD Dk Dok Dok |k * * %

0 e sl B 0 ol T IR A TE
g REZSRR &E BKXVIE SF§ v é

NTDB id 1028 TT RS08215 WP 011173991.1

NTDB id 1306 DR RS10060 WP 027479822.1

NTDB id 1168 A1552VC RS11070 WP 000957200.1 TGPTGSGKTVSLYTGLIJTLNTEJY] NISTAEDPVEINLEGINQV V PK FG

NTDB id 1401 DSB67 RS12665 WP 010643259.1 L TGPTGSGKTVSLYTGLEILN)A NISTAEDPVEIFLPGINQV V PK GJ3

NTDB id 1293 VP RS12240 WP 005479695.1 L TGPTGSGKTVSLYTGLNILNJYP NISTAEDPVEINLGINQV V PK Gij

NTDB id 1251 GC0O85 RSO07725 WP 011946523.1 L TGPTGSGKTV LYT LNILNTHW NISTAEDPVEI[{ PGINQV NPK GLTF

NTDB id 1110 NGFG RS09235 WP 003689817.1 L TGPTGSGKTVSLYT@LNILNTI®Y NI TAEDPIEINLPGINQV V MIGLTFA

NTDB id 1057997 ACFJIS RS02390 WP 062474518.1 L TGPTGSGKTVSLYT[LN LN[EP[ NI TAEDPEEINLPG NQV V IGLTFA

NTDB id 1058 ABD1 RS01615 WP 001274986.1 L TGPTGSGKTVSLYTGLNILNTISSINISTAEDPVEINLIAGINQV VNPK GLTFA

NTDB id 1018 ACIAD RS01685 WP 004920473.1 L TGPTGSGKTVSLYTGLNILNTIN::#IWISTAEDPVEINL|AG NQV VNPK GLTFA

|

consensus

S s | skok ok okokokokok | ook Dok |1 Lok Dokokokok | ko | okookor ok ok ook | skok |

542
539
217
217
217
226
207
229
221
221

620
617
296
296
296
305
287
308
300
300

700
697
376
376
376
385
367
388
380
380



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1401
1293

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1
A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1

VP RS12240 WP 005479695.1

1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1057997 ACFJIS RS02390 WP 062474518.1
10568 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1401
1293

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1
A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1

VP RS12240 WP 005479695.1

1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1057997 ACFJIS RS02390 WP 062474518.1
1058 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1401
1293

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1
A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1

VP RS12240 WP 005479695.1

1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
1057997 ACFJIS RS02390 WP 062474518.1
1058 ABD1 RS01615 WP 001274986.1

1018 ACIAD RS01685 WP 004920473.1

consensus

UL A T T el s LR

JIMALR FLRODPDIIMVGEIRDSETA/STANSIAAIMTGHLYV TLHTN|PAA P
IJALR FLRQDPDIIJJVGEIRDNETAI(TA |AAAMTGH VL TLHTN)ARIEIA
INALRSFLRQDPD MVGEIRDLETAEIA KAAQTGHLVLSTLHTNSAAET

IRLENMGVEJFN ASS
IIRLEINMGVE FN ASS
IIRLEINMGVE FN ASS

LITAQRLARRL
LITAQRLAR L
LITAQRLAR L

JIPALRSFLRQDPD MVGEIRDL TAETIAIKA QTGHLVLSTLHTNSAAET
JIMALRSFLRQDPD

MVGEIRDL TAEIAIKA QTGHLVLSTLHTNSAAET

AL SFLRQDPDIIMVGEIRDLETA TAIKAAQTGH VESTLHTNN
ALR FLRQDPDIIMVGEIRDLETA I IKAAQTGHLVLSTLHTND

AL SFLRQDPDIIMVGEIRDLETAEIAIKAAQTGH V STLHTNSAlg

2P & TRk BEEAEE‘?QE?«K@&E%X@A\% PR R Yé RAMYE\L/L,\ ?Eglf E|v SRAN
OEHOGCVEMKPDPET . IHRREELSINA Q..
(GSEMYQIZETNADPEV . JRRREEISIZRMR . . GAN

JA\TL. R MNMGVINZFNIASSV LI AQRLWRRL
TLTR IINMG FNgFNIASSVLIJJAQRLARRL

.................. DD skoskoskok okok ok ok R

<—J>

. AVGCDRCEGQGYKGREG YEVM|3
Neint I} PVGCIVAC GEGYKGRVGIY VMg

EYeaan]  JAPVGCl:l ClAXMGYKGRVGIYEVMIY
kokkokokok Dk 1ok [

ko kkokkkk ok

slResld Kkﬁi@ T E W

£ BF e

MKV QGIT LEEVLARTI. 889
EKI\ QG T LEEV)NAVTES] 887
I GITS|WAE 562
INQGITS)Y RE 561
INQG I TS| AULYF 561

I\ GIT EEV RVTVI 574
QGITSLEEVyWN 558

QG TSLEEV\FX&TIH 577

QG TSL EV RVTH 570

QG TSL E RVTH 570

sk Dok Dokokox Dok Dokokok [okokokokk ok

non conserved
similar
>50% conserved

(>4 ES

780
TrT
456
456
456
465
447
468
460
460

857
854
530
529
529
542
526
545
538
538



