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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPGKKITINMAPADLRKEGSA 78
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1057905 ACFJI2 RS00165 WP 377703242.1 MSLAVLRSRALAGMEAPEVSVEVHLANGLPAFAMVGLPETEVKEARDRVRAAIHNAGYEMPAQRITVNLAPADLPKESGR 80
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPAKRITVNLAPADLPKEGGR 80
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPAKRITVNLAPADLPKEGGR 80
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPAKRITVNLAPADLPKEGGR 80
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPARRITINLAPADLPKEGGR 80
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NTDB id 1323 RA0C RS07335 WP 004916218.1 YDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIR......AREEGFKGIILPKQNTREAAIVNDLE 152
NTDB id 1271 LPP RS03220 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVL.......AAHKDNQHLIIANANAAEASLTGHQK 153
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVL.......AAHKDNQHLIIANANAAEASLTGHQK 153
NTDB id 1057905 ACFJI2 RS00165 WP 377703242.1 FDLPIALGILAASGQIPTSPLRDYEFAGELSLSGELRPIRGALAMTYAMHRAACGAAKSRRAFILPLANADEAALVRDAH 160
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAAL.......AANKKQRHLVVPHANGDQAALVGKEQ 153
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAAL.......AANQVERCLVVPHSNGDQAALVGVER 153
NTDB id 1349 HI 1117 AAC22771.1 FDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAIL.......AAQKSKRELIIAKQNANEASLVSDQN 153
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVL.......AASKAKREIIVPQQNANEVSLVSNTQ 153
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NTDB id 1323 RA0C RS07335 WP 004916218.1 VYGVENIKEVIDFFNENCPLEPTKVNTREEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGSGKTMLAK 232
NTDB id 1271 LPP RS03220 WP 011213198.1 VFTANNLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAK 229
NTDB id 1248 GCO85 RS03150 WP 011213198.1 VFTANNLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAK 229
NTDB id 1057905 ACFJI2 RS00165 WP 377703242.1 VYPATTLTQVCAHFACHDGAGTLQRHL..GAAPELPPDYPDFSDVKGQATVKRALEVAAAGCHSVLLVGPPGTGKSMLAA 238
NTDB id 1397 DSB67 RS15690 WP 005535577.1 HKSAQSLLEVCAELCGQHQLNLYQTPKKK....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLAS 229
NTDB id 1153 A1552VC RS00115 WP 000521788.1 HKSAQSLLEVCADLCGQQTLSLFQSSPSV....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLAS 229
NTDB id 1349 HI 1117 AAC22771.1 TYFAQTLLDVVQFLNGQEKLPLATEIVKESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGTGKTMLAS 233
NTDB id 1387 A4U84 RS06900 WP 020457569.1 TYCASTLLQVVNFLNNRDQLPIAQQLSQNIAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGTGKTMLAS 232
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NTDB id 1323 RA0C RS07335 WP 004916218.1 RIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGVLFLDEMPEFK 312
NTDB id 1271 LPP RS03220 WP 011213198.1 RFSTLLPELSETQALECAAINSIRGKLPDF.REWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEFN 308
NTDB id 1248 GCO85 RS03150 WP 011213198.1 RFSTLLPELSETQALECAAINSIRGKLPDF.REWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEFN 308
NTDB id 1057905 ACFJI2 RS00165 WP 377703242.1 RFPGLLPAMTDEEALEAAAVQSLS.GEFSA.ASWKTRPFRSPHHTSSGVALVGGGSVPHPGEISMAHRGVLFLDELPEFD 316
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RLCDLLPEMSDEEAMETASVASLTQSEINE.HNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLLFLDEMPEFD 308
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RLCDLLPEMSDEEAMETASIASLTQQEINQ.HNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLLFLDEMPEFE 308
NTDB id 1349 HI 1117 AAC22771.1 RLTGLLPEMTDLEAIETASVTSLVQNELNF.HNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVLFLDELPEFE 312
NTDB id 1387 A4U84 RS06900 WP 020457569.1 RLADLLPEMEDDEAIETASVTSLVQNELNF.QNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVLFLDELPEFE 311
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NTDB id 1323 RA0C RS07335 WP 004916218.1 RTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDP.NNTSSSFEMQRYLNKLSGPLLDRIDIHIEV 391
NTDB id 1271 LPP RS03220 WP 011213198.1 RQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVTI 388
NTDB id 1248 GCO85 RS03150 WP 011213198.1 RQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVTI 388
NTDB id 1057905 ACFJI2 RS00165 WP 377703242.1 RRVLEVLREPMESGRVTISRAAHRADFPARFQLLAAMNGCPCGYHGHPGGQCRCPPDVISRYQGRISGPLLDRMDLLLSV 396
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYY..EGNQARTNPQAILRYLGRLSGPLLDRFDMSLEI 386
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYY..EGSQARANPQSILRYLSRLSGPLLDRFDMSIEI 386
NTDB id 1349 HI 1117 AAC22771.1 RKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHY..TGTHNRTSPQQIMRYLNRLSGPFLDRFDLSIEV 390
NTDB id 1387 A4U84 RS06900 WP 020457569.1 RKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHY..QGTHNRTSPQQLMRYLNRLSGPFLDRFDLSIEV 389
consensus !*!!* *!*!*!**** !!!! *** *!!*!******!**!*! * * * * ** * !!* **!*!*!!! !* ***

logo

N
Q
H
P
K
P
L
A
V
L
E
S
P
F
P
K
Q
D
E
G
A
Q
S
T
ELAEIQSADEKNNTGPTNDKPTGPQRHDDKLREGKEPQTSTSSELAVIQAAVIAKRAKQEKRVNQWTLEVQKVMAW

H
R
A
D
H
E
C
L
R
I
M
Q
F
L
Q
M
N
E
ARARYSQQDGDLAI S

K
S
Y
I
L
VNQAYNQLMLQTGNPTSRKTECI EAHMQRDFVYCRKPELLNQTDGERDKSKRSVAEGSEDKLQAAFELLVF ILKREAKSENSVALMELNTHSRKFLHNKGW

LS IVARGA
NTDB id 1323 RA0C RS07335 WP 004916218.1 QKVEFDQLSD..KRKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIKNAMEKLNLSARA 469
NTDB id 1271 LPP RS03220 WP 011213198.1 HALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARG 464
NTDB id 1248 GCO85 RS03150 WP 011213198.1 HALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARG 464
NTDB id 1057905 ACFJI2 RS00165 WP 377703242.1 NPLSPEELEA..PPDGESSSVIAARVQQAWAIQQARQG....KSNQLMGTREIERYCRLDRAGKAVLRASMLKFHWSARA 470
NTDB id 1397 DSB67 RS15690 WP 005535577.1 PALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSG....KVNALLGSREIEAFCPLQKSDAEFLENALHRLGLSIRA 461
NTDB id 1153 A1552VC RS00115 WP 000521788.1 PALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSG....KVNALLQSREIEQYCPLLKADAEFLESALHRLGLSIRA 461
NTDB id 1349 HI 1117 AAC22771.1 PLLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAG....KINAYLNSKEIERDCKLNDKDAFFLEKALNKLGLSVRA 465
NTDB id 1387 A4U84 RS06900 WP 020457569.1 PLLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRG....KINAQLTTKEIEQDCKLTDRDALFLENALTKLGLSVRA 465
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NTDB id 1323 RA0C RS07335 WP 004916218.1 YDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 1271 LPP RS03220 WP 011213198.1 YHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 YHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1057905 ACFJI2 RS00165 WP 377703242.1 YHRILRVARTVADLDQSAAITEAHVSQAIQFRRALLDL........ 508
NTDB id 1397 DSB67 RS15690 WP 005535577.1 YHRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1153 A1552VC RS00115 WP 000521788.1 YHRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1349 HI 1117 AAC22771.1 YHRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 YHRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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