
logo MKRPQSTLQLVRLSQHLALTPQLQQS IRLLQLSTI
LELHQQEVEQAMLATESNPLLERTDEENEFWDLADPTLSAPRTAIGTAQDEGRLSTVNAELREQESRSESAERTPVALPQTE

NTDB id 1057879 ACFJIX RS08940 WP 377159227.1 MRPTLQVRLSQHLALTPQLQQSIRLLQLSTLELHQEVEQMLASNPLLETDEEFDAPLPTATQERLT.EREEREERVAQTE 79
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !***!!*!!!!!!!!!!!!!!!!!!!!!!!*!!*!!!!! ! !!!!! * !* * * * * * *!!

logo SDPAPPAAGDNGTAPAGDEMRAEDEFHAGDTTAEERADDSWYENGSTDFDSDYGTERDSDFWSLDDGFIARERKTPGQSASSSSDGDEDDERARPMEQLTERAEAPDEEPSTLQQRDEFV
NTDB id 1057879 ACFJIX RS08940 WP 377159227.1 SDAPAGDTPAGDEMRAEEFGTTERDDWENGT........ERDDF..DGIRETPGSASSSSGDDDERP.ETEAPDESLQDV 148
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGA........DHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQ.....SDEDDRAPMQLREAEPTQREF 147
consensus !**!!* ************ ! *!!!*********!! !***! ! *****! *!! !* **** *
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NTDB id 1057879 ACFJIX RS08940 WP 377159227.1 LRGQIPGMNLSAVDRAALLALIESLNEDGYLEDPLEELVAAILGEDADLEQREELLDRFKVALKWLQSMEPAGVGARDLG 228
NTDB id 1425 RS RS02020 WP 011000369.1 LMEQLAPLKLSPRDKGLVIFLIESLDDEGYLTGSLDEILADLPAE......LEVELDELQAALRMLQSFDPAGIGARSAA 221
consensus ! !**** !!* !** ** !!!!! **!!! *!*!**! ***!****** ! !! !!* !!! *!!!*!!! *
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NTDB id 1057879 ACFJIX RS08940 WP 377159227.1 ECLELQLRTLPRSPEQALAIVICRRHLDLLAKRDWRRLMSLTGADEELLRDGQSLIAGLEPKPGRRYARSENRPVIPDVI 308
NTDB id 1425 RS RS02020 WP 011000369.1 ECLTLQLQRLD.SPAKPLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVV 300
consensus !!! !!! !**!! *!!* !* !!*!!! !!* !! !* !* ** !! ! ! !!* **! ! *!*!!!*

logo VQRKATAGARGNFWMRAVQS ILNPDVLMPKRLR INDLMYAQAI LRASSTRGEGSVGSANASNPLGQGQKQLQEARWFL IKNIQQRFDTI LQRVSEQAIVERQKRGSFFTH
NTDB id 1057879 ACFJIX RS08940 WP 377159227.1 VQKAGRNFRVSINPDVLPKLRINDLYAQALRATRGGVSNSPLGGQLQEARWFIKNIQQRFDTIQRVSEAIVERQRGFFTH 388
NTDB id 1425 RS RS02020 WP 011000369.1 VRKTAAGWMAQLNPDVMPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTH 380
consensus ! ! * * *!!!!*!*!!!!!*!!! !! *!! *! !!!!!! !!!!!!!!!!! !!! !!!!!!* !!!!

logo GE I
LAMKRPLVLRE IADETLGLHESTI SRVTTANKYMATPMWGTFELKYFFGSHSLVSTEATGGANASSTAI

VRAL IKQFL IVAGAEDPTKTNSPL
NTDB id 1057879 ACFJIX RS08940 WP 377159227.1 GELAMKPLVLREIADELGLHESTISRVTTAKYMATPWGTFELKYFFGSSLSTEAGGNASSTAVRALIKQFIAAEDTTSPL 468
NTDB id 1425 RS RS02020 WP 011000369.1 GEIAMRPLVLREIADTLGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPL 460
consensus !!*!!*!!!!!!!!! !!!!!!!!!!!!! !!!!!! !!!!!!!!!!!**!!! !! !!!!!*!!!!!! **!!!* !!
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NTDB id 1057879 ACFJIX RS08940 WP 377159227.1 SDSQLSTMLGEQGITVARRTVAKYREALKLAPANLRKSR 507
NTDB id 1425 RS RS02020 WP 011000369.1 SDSRIAELLGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
consensus !!! * *!!!!! !!!!!!!!!!!!!!*** !!!!!
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