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NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPPQPQAYQLEQPARLILDFDKAGQKLAKSLI 80
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDKAQQGLKQSKI 80
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDKAQQGLKQSKI 80
NTDB id 1057790 ACFJY4 RS19105 WP 020307761.1 MNTTLSRLGVSLLAAF.ISPALLAANLNALDVAALPGDRVELKLAFDEPVASPRGYTLDQPARIALDLPGVSNNLGAKNR 79
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALLAAM.FAPALLAADLEKLDVAALPGDRVELKLQFDEPVAAPRGYTIEQPARIALDLPGVQNKLGTKNR 79
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 PVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTATPV............ATSAP.......AP 141
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNKPL............PVVS........AQ 140
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNKPL............PVVS........AQ 140
NTDB id 1057790 ACFJY4 RS19105 WP 020307761.1 ELGVGNARSVTVVEAQGRTRLIVNLTALVPYSTRVDGNNLFVVLGESSGTTSPAAASAA..VTAPIAKSAP...VKPMAA 154
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQPIKPKPYVPA 159
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 QQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNGVIS 221
NTDB id 1039 H0N27 RS01460 WP 031993779.1 PQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVIT 220
NTDB id 1052 ABD1 RS15850 WP 001017033.1 PQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVIT 220
NTDB id 1057790 ACFJY4 RS19105 WP 020307761.1 GKAIDNIDFRRGEDGAGNVVITLSDPSVGSTIEEQGGKIRVVFAKAELPEALRVRLDVQDFATPVKFVDSTAQAGGASIA 234
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRTSIT 239
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LSLNDFQDIDEVRSRVLQL ILADFTNDGLINLMVTASADTSVNQGNIT
NTDB id 1009 ACIAD RS15175 WP 004923730.1 IQSTGSYEYMAYQAENKLTISLKRPQDNV.RLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQGNIT 300
NTDB id 1039 H0N27 RS01460 WP 031993779.1 IQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNIT 299
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNIT 299
NTDB id 1057790 ACFJY4 RS19105 WP 020307761.1 IEPTGRYDYLAYQTDNILTISVKPLTEDEVDKRKAERFSYSGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVNGNIT 314
NTDB id 1193 PAKAF RS26665 WP 003161249.1 IEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQGNIT 319
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 LHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKLITQG 380
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQG 379
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQG 379
NTDB id 1057790 ACFJY4 RS19105 WP 020307761.1 LRLQNVPWDQALDLVLKTKGLDKRQVGNVLLVAPADEIAARERQELESQRQIAELAPLRREVVQVNYAKAADIARLFQSV 394
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLFQSV 399
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 RNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQVMIE 451
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVE 459
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVE 459
NTDB id 1057790 ACFJY4 RS19105 WP 020307761.1 ADNGAI.............................AEDRGSIAVDDRTNNIIAYQTQDRLDELRRIVAQLDIPVRQVMIE 445
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TSDGGQE..........................GKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQVMIE 453
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 ARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPDSN.....G.........TYTIERP...DNLNVD 514
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKDETTGGY.........KYTIERP...DNLNVD 527
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKDETTGGY.........KYTIERP...DNLNVD 527
NTDB id 1057790 ACFJY4 RS19105 WP 020307761.1 ARIVEANVDYDKSLGVRWGGNLWAGDKWNTW...GRDGKLGVTDDPNASGKPGDEGYIPSRQVGRFPGIRETPLNTPFVD 522
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ARIVEANVGYDKSLGVRWGGAYHK.GNWSGY...GKDGNIGIKDEDGMNCGP.......IAGSCTFPTTGTSKSPSPFVD 522
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 LGVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKE 594
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKD 606
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKD 606
NTDB id 1057790 ACFJY4 RS19105 WP 020307761.1 LGAVGA.TSGFGLGFV.TDNAILDLQLSAMEKTGNGEVVSQPKVVTADKETAKILKGAEVPYQEASSSGA...TSTSFKE 597
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LGAKDA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA...TSTSFKE 597
consensus !!** ******!********!!!*!!!****!*!!**!*!!!***!!**!!***! *!!!!****!*!*****!!!!*

logo AALLSLNEVTPNQS ITPDDNGRKI LIQVMKEVLKNRDVIASTNKDAES IPVNADFYQSNQAMSGYASALQTPGNGVEALPPSI ILRNKNTENVINATKNI
VL IVDNDNGETI

V
I
V
I
LGGVFSENQETQTNMSKNASQVDETKVPFFLG

NTDB id 1009 ACIAD RS15175 WP 004923730.1 ALLSLEVTPNITPDGKILMELNIANDSIN...SYAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLG 671
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ALLSLNVTPSITPDGKIQMKLDISKDSVA...GAAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFG 683
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ALLSLNVTPSITPDGKIQMKLDISKDSVA...GAAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFG 683
NTDB id 1057790 ACFJY4 RS19105 WP 020307761.1 AALSLEVTPQITPDDRIIMEVRVTKDEPDFSQAASTGGVPSIRKNEVNAKVLINDGETIVIGGVFSNTQSKSVDKVPFLG 677
NTDB id 1193 PAKAF RS26665 WP 003161249.1 AALSLEVTPQITPDNRIIVEVKVTKDAPDYQNM..LNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLG 675
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 DLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH. 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
NTDB id 1057790 ACFJY4 RS19105 WP 020307761.1 DLPFVGRVFRRDLVQDRKSELLVFLTPRIMNNQAIQASR 716
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR 714
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