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VALMQAGKRTIQYTAQDASVEQRNKTAAMLAGNSDNLLVELS IMRAMSPDKAELYDVKDQMA
NTDB id 1057787 ACFJY4 RS17640 WP 386416365.1 ..MIKTPNNRRSSGFSMIEVLVTLVLISIGVLGMVALQARTIQYTQDAVQRNTAAMLANDLVELIRAMPDEL........ 70
NTDB id 1195 PAKAF RS24020 WP 016253895.1 MLLKSRHRSLHQSGFSMIEVLVALLLISIGVLGMIAMQGKTIQYTADSVERNKAAMLGSNLLESMRASPKALYDVKDQMA 80
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LE IQRLAWRGV
NTDB id 1057787 ACFJY4 RS17640 WP 386416365.1 ..TGFYNAAGTTFPDLPATGCTPLPAKAADQLGCWAEKAKTALPGASDLLASDFYICRTATANTCSGSGDAIEIQLAWRV 148
NTDB id 1195 PAKAF RS24020 WP 016253895.1 TQSDFFKAKGSAFPTAP.SSCTPLPDAIKDRLGCWAEQVKNELPGAGDLLMSDYYICRSSKPGDCDGKGSMLEIRLAWRG 159
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NTDB id 1057787 ACFJY4 RS17640 WP 386416365.1 KEGICENSGD...DKTICYYRLRTQI 171
NTDB id 1195 PAKAF RS24020 WP 016253895.1 KQGACVNAADSSADTSLCYYTLRVEP 185
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