logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1094
1089
1120
1122
1388
1361

KZH42 RS01320 WP 002224767.1

NMB RS00600 WP 002224767.1

NGFG RS10355 WP 020997408.1
0K783 RS09595 WP 003705341.1
A4U84 RS04945 WP 062924099.1

HI 0985 AAC22646.1

1250 GCO85 RS13065 WP 027219989.1
1152 A1552VC RS00200 WP 000654772.1
1057706 ACFBML RS15720 WP 390338309.1
1399 DSB67 RS15600 WP 010645755.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1094
1089
1120
1122
1388
1361

KZH42 RS01320 WP 002224767.1

NMB RS00600 WP 002224767.1

NGFG RS10355 WP 020997408.1
0K783 RS09595 WP 003705341.1
A4U84 RS04945 WP 062924099.1

HI 0985 AAC22646.1

1250 GCO85 RS13065 WP 027219989.1
1152 A1552VC RS00200 WP 000654772.1
1057706 ACFBML RS15720 WP 390338309.1
1399 DSB67 RS15600 WP 010645755.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1094
1089
1120
1122
1388
1361

KZH42 RS01320 WP 002224767.1

NMB RS00600 WP 002224767.1

NGFG RS10355 WP 020997408.1
0K783 RS09595 WP 003705341.1
A4U84 RS04945 WP 062924099.1

HI 0985 AAC22646.1

1250 GCO85 RS13065 WP 027219989.1
1152 A1552VC RS00200 WP 000654772.1
1057706 ACFBML RS15720 WP 390338309.1
1399 DSB67 RS15600 WP 010645755.1

consensus

e oL BNQEQQALARQ’%AEAA\.E :

KRALARQALSVVNRENE
ALARQALSVVARE|NE
ALARQALNSVVARE|NE
ALARQALNVVARENE

amhetllal o] e ettt

(L= LA

AAIIRHKQALEAWR

AABTRHEKQAMEINA RN AJBK
APAVRHKHAMEINA RN ABK
APAVRHKHAMENARIN AJBK

STIHAEQL
STIHEQL
*

zggﬂ@ﬁ%@@JEM@LMMW%%%%RJ

s
ME . PQ
MR . PQ
M PQ

PQ

L¥VS it

156
156
156
156
148
149
150
151
153
153

SASSHHH
AASSHHH
* *

kot o LTI et gt A R

GIDpAAHQGAL A

sosilt

235
235
235
235
228
229
229
230
232
232

GIDJAAHQGALEA
GIDINAHQGALIHA
GIDGIFeHQEIAR

QOQQOQOQOQ

* % 1 * [

sk L Lr DLk Lk Dkokokk | |



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1094
1089
1120
1122
1388
1361
1250
1152

1057706 ACFBML RS15720 WP 390338309.1

1399

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1094
1089
1120
1122
1388
1361
1250
11562

1057706 ACFBML RS15720 WP 390338309.1

1399

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1094
1089
1120
1122
1388
1361
1250
11562

1057706 ACFBML RS15720 WP 390338309.1

1399

consensus

KZH42 RS01320 WP 002224767.1
NMB RS00600 WP 002224767.1
NGFG RS10355 WP 020997408.1
0K783 RS09595 WP 003705341.1
A4U84 RS04945 WP 062924099.1
HI 0985 AAC22646.1

GCO85 RS13065 WP 027219989.1
A1552VC RS00200 WP 000654772.1

DSB67 RS15600 WP 010645755.1

KZH42 RS01320 WP 002224767.1
NMB RS00600 WP 002224767.1
NGFG RS10355 WP 020997408.1
0K783 RS09595 WP 003705341.1
A4U84 RS04945 WP 062924099.1
HI 0985 AAC22646.1

GCO85 RS13065 WP 027219989.1
A1552VC RS00200 WP 000654772.1

DSB67 RS15600 WP 010645755.1

KZH42 RS01320 WP 002224767.1
NMB RS00600 WP 002224767.1
NGFG RS10355 WP 020997408.1
0K783 RS09595 WP 003705341.1
A4U84 RS04945 WP 062924099.1
HI 0985 AAC22646.1

GCO85 RS13065 WP 027219989.1
A1552VC RS00200 WP 000654772.1

DSB67 RS15600 WP 010645755.1

B |

TIRARERC RS el e oo VLBt

PEIREC P GINAAG A SEYSINKGIPEKRI
PEERSC P GIBAAMMG A SBYSINKGIPEKRI
RSN AC P GIRAAIEG ASBYSINKDTPDTGR
RSB SC P GIRAAMEG A SBYSINKDTPDTGR

NSGSLITARYAMEQGREVFA PRS [NPMSEGCHKLIKEGARLVEY AWQRNSVHIQPSL.FDTK. . ...
KSGSLITARYAMEQEREVFAVPGYINNESSMcCH LIKWNGANL vERWED I Lishy .. IHSQEEIDFDQI. . ...

AA KSGSLITARZAMEQNR VilA PGSIBINPI® GCHJL [NGAKLVERY [AD L E [es:3i:( [N
AABKSGSLITARYAMEQGREVFVPCS IPNWASHCENLT NeAELY § MMIE E (ST
AAMFKSGSLITARYAMEQRREVFA P SINAPN BcERNLT NcaA®rv MY LNE NELLDYY [

....... NN ! sk Dtokok Dok D Dok Dok sfokokok

s mFesemaieeuseroh Loy CeEne s Ackra Pemtvas LELE e e

ABRETERC L 5 W<

TAVQTASDQESLIZEGIMMPEEKTIANRP VGG SIS HPPARWAG Q LESISZA AN Y A RRNNAAD(E S\ ANl R Y Q) T
TAVQTASDQESLIZEGMMPSEKT|ANRP VGG SHNH HPPASWAG QLERUIZA ADIRY ABSRRNRARDESIYALMIIGER Y () T
RTVQTAY. .APP|3AA 103D 'LAEOR MPEWADLMN LLELELBGSVEIA  PGGiRY4N] IS

RAVQTAY. .APP|gAA
...P..KQAVKSEP

| .
E ELNKEV .

....AVPNYTPPDPH.
......... FTSNKPI e IDREEYGHEQMT SRIAIARANK[EAVANNTITA@ICE
..... LSEQEPYQATLIASAVQSPEELPFPEIRRAN
..... INQSH. . . . DLIFSEPIDIZEELPFPQRIAN
..... INQSH. .. .DLIgSAPIDIMEELPFPQAMAN
* * * * * 5k %k %k >k ok %k %k k * *

-
AT. 397
T, 397
T. 395
NT. 395

375
... 373
YER 361
AG. 371
G. 369
BG. 369

X non conserved
B similar
>507% conserved

315
315
315
315
302
302
292
294
296
296

395
395
393
393
375
373
358
369
367
367



