
logo MHQQDEHNQPTFFFFDYETWGTVNSPAKDRPSQFAGVRTDEMDNFNI IGEPLVI
MYCQRLPPANDYLPASPEAAL ITGITPQKAMNQSEQGLAPEP

NTDB id 1057681 ACFBML RS09010 WP 390337773.1 MHQDNQPTFFFFDYETWGTSPAKDRPSQFAGVRTDENFNIIGEPLVMYCRPPADYLPSPEAALITGITPQKAMQEGLPEP 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
consensus !*!**!!!!!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!*!! *! !!!! !!!!!!!!!!!!!! !!*!!

logo EF IAKR IHAELSKTPKNTI
T
N
SLGYNS IRFDDEVTRYTCYRNF IDPYAWSWQHNGNSRWDLLDVLMRACHALRPEGI

VEWPENDDEGFT
NTDB id 1057681 ACFBML RS09010 WP 390337773.1 EFIAKIHAELSKPKTTSLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQNGNSRWDLLDVMRACHALRPEGVEWPENDEGFT 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
consensus !!!!*!!!!!! ! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!*!!!!!!*!!!

logo SFKLEHLSVANGI EHSNAHDAMADVIATI ELMAKKVKAAQPKLFDYFFSTMRHNKRKLNTEL IVDIVNMQTPLMHVSGMLGRECRHQY
NTDB id 1057681 ACFBML RS09010 WP 390337773.1 SFKLEHLSVANGIEHSNAHDAMADVIATIEMAKKVKAAQPKLFDYFFSMRNKRKLNELVDIVNMTPLMHVSGMLGRECQY 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!*!!*!!!! !!*!!!! !!!!!!!!!!!!!**!

logo TSWIVP I
VAWHPTNNQNAVITVI

VDLAGKDPQP I
LLELDSAEETLKQAERLYTKRRYDEDELAGPDELLPVPVKLVHLNKCP I LAPAKTLTAENAEQ

NTDB id 1057681 ACFBML RS09010 WP 390337773.1 TSWIVPVAWHPTNNNAVITIDLAKDPQPILELSAEELKERLYTKRDEL.GDLLPVPVKLVHLNKCPILAPAKTLTAENAE 319
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
consensus !!!!!!*!!!!!!*!!!! *!!*!!!!!*!!! !! ! !!!!* **!**! !!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

K
VIG IDREQQCLANHNLANLVI

LRQHPE IREKL IVSTLVFS IQEREFENKQESNSDVDSTQLYADGFFSPADRAAMDE I IRETTADPENNLAGASLADI ERFVADDK
NTDB id 1057681 ACFBML RS09010 WP 390337773.1 VIGIDRQQCLNNLALLRQHPEIREKLISLFSIEREFEKSNDVDTQLYDGFFSPADRAAMDIIRETDPNNLAALDIEFDDK 399
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADK 400
consensus !!!!! !!! *! **!!!!!!!!!!***!! !!!! !!!*!!! !!!!!!!!!!!*!!! ! ! !!* ! ! !!

logo R I EKPLLFRYRARHYAPGHTLDTDEQTEQRRSWAAQHCRDEVYFERSNQI
LEEGYML

MNLENLVHEHEQASDEPKKI
MAI LKSVYHRYVEKSLACS

NTDB id 1057681 ACFBML RS09010 WP 390337773.1 RIKPLLFRYRARHYAGTLDEQEQRSWAQHCREVFESQIEEYMMNLENLVHEHESDEKKIAILKSVYRYVESLAS 473
NTDB id 1141 GTF74 RS08270 WP 001183680.1 RIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !! !!!!!!!!!!!**!! * !!! !! !!!* !! **! !!*!!!!!!!!! !*!!*!!!!!!!*!!! !!*

X non conserved
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X ≥ 50% conserved


