logo

NTDB id 1057466 ACFKQE RS04655 WP 253037591.

NTDB id 1320 RAOC RS04895 WP 228481890.1
consensus

logo

NTDB id 1057466 ACFKQE RS04655 WP 253037591.

NTDB id 1320 RAOC RS04895 WP 228481890.1
consensus

logo

NTDB id 1057466 ACFKQE RS04655 WP 253037591.

NTDB id 1320 RAOC RS04895 WP 228481890.1
consensus

logo

NTDB id 1057466 ACFKQE RS04655 WP 253037591.

NTDB id 1320 RAOC RS04895 WP 228481890.1
consensus

logo

NTDB id 1057466 ACFKQE RS04655 WP 253037591.

NTDB id 1320 RAOC RS04895 WP 228481890.1
consensus

logo

NTDB id 1057466 ACFKQE RS04655 WP 253037591.

NTDB id 1320 RAOC RS04895 WP 228481890.1
consensus

logo

NTDB id 1057466 ACFKQE RS04655 WP 253037591.

NTDB id 1320 RAOC RS04895 WP 228481890.1
consensus

AL ELVLCOUL S G AL YL ) AR LLEE FF LR

MKKQILFSLFISFSLGVFLQDLNGFSWQNLNITAILGVISLGLIWBKADWVVRIRIWLLNIFFLCFGVFTHYLNSEKSVL

MKKQILFSLFISFSLGVFLQDLNGFSWQNLNITATLGVISLGLIWYKADWVVRIRIWLLNIFFLCFGVFTHYLNSEKSVL
N

JOREEF L ARRE A AL DR EELALT LEHNTAR

PSVSKKEELVFKIEQKLNSTAKNKRYEITAFHQNQPFKAVLSVPKDLEELDYKHYYQSQLSLYPLESSKNNYQFDYAKFQ
PSVSKKEELVFKIEQKLNSTAKNKRYEITAFHQNQPFKAVLSVPKDLEELDYKHYYQSQLSLYPLESSKNNYQFDYAKFQ
PELr e e rrrrrrrrrrrrrrrrrrrnd

LG P o REF O REASATRAL LA S R Lo

ARKGV3IYR{MYA DLRKAPKSELTFSEKMKMNWRLEFLSNIDKNEKLSQQTRAFLKGIVLADRTEVDAGTESNFRRSGLAHI
ARKGV YREWYA DLRKAPKSELTFSEKMKRWRLEFLSNIDKNEKLSQQTRAFLKGIVLADRTEVDAGTRSNFRRSGLAHI

L O 2 o e o O O O O O O O O O I B

L B 50 LA

LAISGTHIAIIFGVVYMLLRLVLPVRFRIGV LLSLSLIWAFAWFIGWGNSVVRECIMLTVYFGFVLLQRKPQVLDSLAL

LAISGTHIAITIFGVVYMLLRLVLPVRFRIGV LLSLSLIWAFAWFIGWGNSVVREICIMLTVYFGFVLLQRKPQVLDSLAL
I

DTS RLSEAL R IEAPR LT STRLCT A

AGLGIL VDTQELFSVGFQLSFSAVLGIYWEFNRPMIRLFPNPRNKIQKLLLYTFTMSTAAQLGTMPIVIYYFHQYSAWSI
AGLGIL VDTQELFSVGFQLSFSAVLGIYWENRPMIRLFPNPRNKIQKLLLYTFTMSTAAQLGTMPIVIYYFHQYSAWSI

AL ENOH TR O R R DL AT

V
|

LANL VLPLMEIVIILSFLMTIVFGLGIYWNWLSFTYDWLIKALLIYLIGFFGKIE GMFQDIPLSIWEMG WAVGLYFLR

LR AL LR LR NSO F L LY

EILIRFTWRGFMRLMFSVLLFFGIKMWLDIRAYHDKEAKWHYHYRTKVFSVLDKGKVCFWVADEDNLETLESNLIKPYVI
EILIRFTWRGFMRLMFSVLLFFGIKMWLDIRAYHDKEAKWHYHYRTKVFSVLDKGKVCFWVADEDNLETLESNLIKPYVI
DL e e rrrrrrrrrrrrrrrrnd

LANL VLPLMEIVIILSFLMTIVFGLGIYWNWLSFTYDWLIKALLBILIGFFGKIE GBFQDIPLSIWEMG WAVGLYFLR

80

160
160

240
240

320
320

400
400

480
480

560
560



MR e e

NTDB id 1057466 ACFKQE RS04655 WP 253037591.1 RREGWAKERGERGUUSIRSK . ... ......... 576
NTDB id 1320 RAOC RS04895 WP 228481890.1 SKRAIRSYK KMMS IMUDEVIFNGKRYLFQ 589
consensus PR DT D DT Dk skoskokook skok ok ok ok ok ok

X non conserved
B similar
>50% conserved



