logo

NTDB id 1056684 ACFIOF RS06420 WP 017804891.

NTDB id 31 MW RS08000 WP 000776422.1
NTDB id 15 SA RSO07770 WP 000776422.1
consensus

logo

NTDB id 1056684 ACFIOF RS06420 WP 017804891.

NTDB id 31 MW RS08000 WP 000776422.1
NTDB id 15 SA RS07770 WP 000776422.1
consensus

logo

NTDB id 1056684 ACFIOF RS06420 WP 017804891.

NTDB id 31 MW RS08000 WP 000776422.1
NTDB id 15 SA RSO7770 WP 000776422.1
consensus

logo

NTDB id 1056684 ACFIOF RS06420 WP 017804891.

NTDB id 31 MW RS08000 WP 000776422.1
NTDB id 15 SA RSO7770 WP 000776422.1
consensus

logo

NTDB id 1056684 ACFIOF RS06420 WP 017804891.

NTDB id 31 MW RS08000 WP 000776422.1
NTDB id 15 SA RS07770 WP 000776422.1
consensus

N TELRLRR UL LAY YRR TR DA LS

MKLQWINTFKLHSKKRQLSKAQQIDLLSNLCNLLKYGFTLYQSFQFLNLQMTYKNKQLGTTILSEISNGAPCNQILSLIG
MKLQWINTFKLHSKKRQLSKAQQIDLLSNLCNLLKYGFTLYQSFQFLNLQMTYKNKQLGTTILSEISNGAPCNQILSLIG

MKLQWINTFKLHSKKRQLSKAQQIDLLSNLCNLLKYGFTLYQSFQFLNLQMTYKNKQLGTTILSEISNGAPCNQILSLIG
PErr e rrrrrrrrrrrrrrrrrrrrnd

(0T GLERE ALY RASERLTLOPL TF A ITLIVEARRLT N

YSDTIVMQVYLAERFGNIIDVLEETVNYMKVNRKSEQRLLKTLQYPLILVSIFIAMIIILNLTVIPQFQQLYTSMNIQLS
YSDTIVMQVYLAERFGNIIDVLEETVNYMKVNRKSEQRLLKTLQYPLILVSIFIAMIIILNLTVIPQFQQLYTSMNIQLS

YSDTIVMQVYLAERFGNIIDVLEETVNYMKVNRKSEQRLLKTLQYPLILVSIFIAMIIILNLTVIPQFQQLYTSMNIQLS
Pt et et e rrrr et et et e rrr e e rrrrrrrrnd

SRATLOF LT LV LA RLARUL LA LS TRLATIFIELPALC T

SFQKTLSFFITSLPTIIVVMLIIVSMLAIIMKLIYNNLNMLNKINFVMKLPLISGYFQLFKTYFVTNELVLFYKNGITLQ
SFQKTLSFFITSLPTIIVVMLIIVSMLAIIMKLIYNNLNMLNKINFVMKLPLISGYFQLFKTYFVTNELVLFYKNGITLQ

SFQKTLSFFITSLPTIIVVMLITVSMLATIIMKLIYNNLNMLNKINFVMKLPLISGYFQLFKTYFVTNELVLFYKNGITLQ
N

DS ERFLMILLYGE L LA AR AR LSRR

SIVDVYINHSSDPFRQFLGKYLLTYSEMGYGLPQILEKLKCFKPQLIKFVLQGEKRGKLEVELKLYSQILVKQIEDKAIK
SIVDVYINHSSDPFRQFLGKYLLTYSEMGYGLPQILEKLKCFKPQLIKFVLQGEKRGKLEVELKLYSQILVKQIEDKAIK
SIVDVYINHSSDPFRQFLGKYLLTYSEMGYGLPQILEKLKCFKPQLIKFVLQGEKRGKLEVELKLYSQILVKQIEDKAIK

URCEIRLICLEWL L R Ol

QTQFLQPILFLILGLFIVAIYLVIMLPMFQMMQS I KIS
QTQFLQPILFLILGLFIVAIYLVIMLPMFQMMQS I KRR

QTQFLQPILFLILGLFIVAIYLVIMLPMFQMMQS I KNS
| T T T T T T T Y Y Y Y I |

X non conserved
B similar
> 50% conserved

80
80
80

160
160
160

240
240
240

320
320
320



