
logo

MKMRKHNGLTKLTTPRYKVLATQGTLWFLSTLWFVSGLLALACPASSMF
V
V
F
A
SAEESVAQTSANSQLKESNIDFRTVNKDEKDAAVI

L
V
IVELVASPASAI

VVDI
V
K
Q
R
KVQEGLS I

NTDB id 1186 GTF74 RS01320 WP 000788426.1 ..MKNGLKT..YVAQTWLTLWVGLALCASSMVFSAESATANQLENIDFRVNKEKAAVLIVELASPSAVVDVQKVQEGLSI 76
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ..MKNGLKT..YVAQTWLTLWVGLALCASSMVFSAESATANQLENIDFRVNKEKAAVLIVELASPSAVVDVQKVQEGLSI 76
NTDB id 1408 DSB67 RS13980 WP 010643500.1 MKMRHGLTLTPRKLTGLFSLWFSLLLAP...FVAAEEVQSNSLKSIDFRTNKDKDAVIVVELVSPAAIVDIKRVQEGLSI 77
NTDB id 1381 A4U84 RS02010 WP 021113424.1 ................................................................................ 0
NTDB id 1056504 O1Q81 RS09665 WP 386697371.1 ................................................................................ 0
NTDB id 1347 HI 0435 AAC22094.1 ................................................................................ 0
NTDB id 1373 NTHI RS02645 WP 011272046.1 ................................................................................ 0
consensus

logo

D
ELLNKTSDVKADDQKLYLLDVKDFSTVPVESVEVFRDKTESPTSTRQLVAVMYTI

N
V
T
D
E
L
G
D
I
E
F
Y
L
S
M
Q

L
K
H
D
K
F
Y
R
S
F
TLTKMCGKRGLYVFLFWLEALVI

K
L
C
V

V
I
F
G
C
F
S

A
T
L
K
S
T
P
L
F
S
L
K
P
I
A
N
D
VEKAPPKDPFKYASAIN

V

E
P
L
D
Q
E
K

L
P
T
K
A
S
D
E
D
G
N

NTDB id 1186 GTF74 RS01320 WP 000788426.1 ELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYTLKGKYLEVVISKLKADEKPKPKSVLEKEG 156
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYTLKGKYLEVVISKLKADEKPKPKSVLEKEG 156
NTDB id 1408 DSB67 RS13980 WP 010643500.1 DLLNTSVKDDQLYLLDVKDFSTVVESVEVFRDTSTTRLVAYIDEDYSHDYRLTGRYLEVKVGKLKANEKAPDKSILDKEG 157
NTDB id 1381 A4U84 RS02010 WP 021113424.1 .....................................................MRYLFLLFFATFPV..........LAN 17
NTDB id 1056504 O1Q81 RS09665 WP 386697371.1 ........................................MNTLIYLLKFSLKCGLVWAIFFTSS........YAEQPSD 32
NTDB id 1347 HI 0435 AAC22094.1 ..............................................MKKYFLKCGYFLVCFCLPLIV.....FANPKTDN 29
NTDB id 1373 NTHI RS02645 WP 011272046.1 ..............................................MKKYFLKCGYFLVCFCLPLIV.....FANPKTDN 29
consensus * * ** *** *** *

logo

L
Q
E
K
C
Q
R
T
L
F
I
F
S
L
I
S
N
R
I
F
L
K
R
S
Q
N
D
Q
I
APTLVVARAEQNI

T
V
I
L
S
E
Q
Y
L
Q
I
LAELFDEQYTNQNQDGAKVFNI

L
I
T
V
M
I
V
N
G
S
E
D
I
R
E
S
I
L
V
K
T
V
E
D
N
G
K
T
N
K
I
L
N
S
T
F
L
Q
K
R
V
LENDKGNSTIVHTDPFLMWDPQERQI

L
V
F
L
H
K
N
Q
D
S
I
L
V
I
I
A
L
Q
K
I
T
S
V
H
K
N
Q
H
GLNSTDKL IKNRVKEDKNDGNGI

V
I
Y
L
Y
V
I
L
H
A
N
G
Q
P
A
E
S
K
D
N
E
Q
I
S
E
A
H
G
L
A
D
K
N
Q
G
L
D
H
Q
R
G
T
V
E

NTDB id 1186 GTF74 RS01320 WP 000788426.1 KLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLRE 236
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