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NTDB id 1306 DR RS10060 WP 027479822.1 .DPEVLRRLGISERDIRGANL..MRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLR 864
NTDB id 1384 A4U84 RS08525 WP 010787006.1 .............................DECY.QGYRGRIGVYQCLSRTAKK............FDKQT.AYLDFSSLR 437
NTDB id 1056502 O1Q81 RS09345 WP 386697288.1 ...........................NSCDCH.QGYKGRIGIYQFLQPDPE................QC.YQLDFDHLQ 459
NTDB id 1355 HI 0298 AAC21962.1 ...........................NSCDCH.QGYRGRIGVYQFLHWQ.Q................ND.YQTDFKNLR 439
NTDB id 1366 NTHI RS01950 WP 011271972.1 ...........................NSCDCH.QGYRGRIGVYQFLHWQ.Q................NG.YQTDFENLR 439
NTDB id 1168 A1552VC RS11070 WP 000957200.1 .SALLQSQFAFQPNEI....LYEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLA.KANGMQTLQ 539
NTDB id 1293 VP RS12240 WP 005479695.1 .TVQL.QHLGIQTTDN....IFRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLA.IANGMSTLQ 538
NTDB id 1401 DSB67 RS12665 WP 010643259.1 .NSQL.QHIGIANTEQ....IFQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLA.IANGMQTLQ 538
NTDB id 1251 GCO85 RS07725 WP 011946523.1 FTNQGLIELGFKEADLV..NLKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLA.QSEGMLTIF 551
NTDB id 1018 ACIAD RS01685 WP 004920473.1 VPERSLLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATA.ETLGFNNLR 547
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IPKQSLLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAAS.EKLGFNNLR 547
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