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NTDB id 1056376 AB5G97 RS19900 WP 005336331.1 EAKEVILEHMELLGNRDYRTLARKTKLKESDLKEVLDLIQLLEPRPGNGIIQSDSQYVIPDVSVVKKGSKWVVELNPDSA 296
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LLKRVASQSAC IVEQRQKQGSFFETHYGEEIAMKRPLMVLNRDE IADEATLV
NTDB id 1056376 AB5G97 RS19900 WP 005336331.1 PRIRVNETYAAMARNARSSTDTQFIRSHLQEAKWFIKSLESRNDTLLKVASCIVEQQQGFFEYGEEAMKPMVLNDIAEAV 376
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NTDB id 1056376 AB5G97 RS19900 WP 005336331.1 EMHESTISRVTTQKYMHTPRGIFELKFFFSSHVNTEGGGECSSTAIRALIKKLVTAENPAKPLSDSKIADLLAEQGIMVA 456
NTDB id 1425 RS RS02020 WP 011000369.1 GLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVA 477
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