logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

279 KZH43 RS00140 WP 074017595.1

238 SPD RS00140 WP 074017595.1

204 SPR RS00140 WP 074017595.1

169 SP RS00155 WP 074017595.1

509 SM12261 RS00130 WP 078228442.1
537 SMSK321 RS07120 WP 080550752.1
1056051 ACFDBA RS10655 WP 002458651.1
125 BSU 00870 NP 387968.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

279 KZH43 RS00140 WP 074017595.1

238 SPD RS00140 WP 074017595.1

204 SPR RS00140 WP 074017595.1

169 SP RS00155 WP 074017595.1

509 SM12261 RS00130 WP 078228442.1
537 SMSK321 RS07120 WP 080550752.1
1056051 ACFDBA RS10655 WP 002458651.1
125 BSU 00870 NP 387968.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

279 KZH43 RS00140 WP 074017595.1

238 SPD RS00140 WP 074017595.1

204 SPR RS00140 WP 074017595.1

169 SP RS00155 WP 074017595.1

509 SM12261 RS00130 WP 078228442.1
537 SMSK321 RS07120 WP 080550752.1
1056051 ACFDBA RS10655 WP 002458651.1
125 BSU 00870 NP 387968.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

279 KZH43 RS00140 WP 074017595.1

238 SPD RS00140 WP 074017595.1

204 SPR RS00140 WP 074017595.1

169 SP RS00155 WP 074017595.1

509 SM12261 RS00130 WP 078228442.1
537 SMSK321 RS07120 WP 080550752.1
1056051 ACFDBA RS10655 WP 002458651.1
125 BSU 00870 NP 387968.1

consensus

AEVERI DFL

AT o CYOSPRYLCR N SRV cBerke L ABTs IRTATE eff

MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSL T
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSL T
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSL TR
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSL T

MAKKKATFVCONCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSL THMGEKTKPMKLAEVTSINVNRTKTEMEEF
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSL THMAMGEKTKPMKLAEVTSINVNRTKTEMEEF
MAKKKEMFRECTIACGY ( SPK |G ‘CPNCG . WR[NIAENV ELSIN:S:TE] VG S

[ R LA R N B NS L I R I ! ok %k k ok k * kX kokok ok |k k * kokokokokok Dk Dookok 1]

LWL P STLLSTILY NS SR s e

NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVRGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVRGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVRGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVRGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVRGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR
NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVRGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR
NRVLGGG VEGSLVLIGGDPGIGKSTLLLQ [JWALSQRMSYVLY GEESH QWKLRA RLiE BESEIRY WAET @ [

PEELEL L st bbbt Pl sk DD Eoe DD Dok Dok D LD Dok DL ooskoskok o sk 1l * K K

""""""" A

AEVERIQOPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF
AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF

INEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF
AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYF

O TE s L B S LA

EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF

EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF
EG [BHHP\ RILRAVKNRFGSTNE GIFEMWEGLIXEVLNPS FLEEREJWEEGS IVTMEGTRP LEMEVQALVTPTHF

FLEERSJAG JAGSSIPY MEGTRPILIE QAL PTHF
fok kDD DL Tt LT L]

156
156
156
156
156
156
156
160

236
236
236
236
236
236
236
240

316
316
316
316
316
316
316
320



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

279 KZH43 RS00140 WP 074017595.1

238 SPD RS00140 WP 074017595.1

204 SPR RS00140 WP 074017595.1

169 SP RS00155 WP 074017595.1

509 SM12261 RS00130 WP 078228442.1
537 SMSK321 RS07120 WP 080550752.1
1056051 ACFDBA RS10655 WP 002458651.1
125 BSU 00870 NP 387968.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

279 KZH43 RS00140 WP 074017595.1

238 SPD RS00140 WP 074017595.1

204 SPR RS00140 WP 074017595.1

169 SP RS00155 WP 074017595.1

509 SM12261 RS00130 WP 078228442.1
537 SMSK321 RS07120 WP 080550752.1
1056051 ACFDBA RS10655 WP 002458651.1
125 BSU 00870 NP 387968.1

consensus

TR LB L RASH e A e

0

g

|

|

E

|

\Y

|

GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATASSYKDKPTNPQECFVGELGLT
GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVATIASSYKDKPTNPQECFVGELGLT

L

AL PGl

X non conserved
B similar
> 507 conserved

453
453
453
453
453
453
457
458

396
396
396
396
396
396
396
400



