logo

NTDB id 1055906 ACFDA5 RS06455 WP 002446534.1
NTDB id 30 MW RS08005 WP 000697220.1

NTDB id 14 SA RSO07775 WP 000697220.1
consensus

logo

NTDB id 1055906 ACFDA5 RS06455 WP 002446534.1
NTDB id 30 MW RS08005 WP 000697220.1

NTDB id 14 SA RSO07775 WP 000697220.1
consensus

logo

NTDB id 1055906 ACFDA5 RS06455 WP 002446534.1
NTDB id 30 MW RS08005 WP 000697220.1

NTDB id 14 SA RSO07775 WP 000697220.1
consensus

logo

NTDB id 1055906 ACFDA5 RS06455 WP 002446534.1
NTDB id 30 MW RS08005 WP 000697220.1

NTDB id 14 SA RS07775 WP 000697220.1
consensus

logo

NTDB id 1055906 ACFDA5 RS06455 WP 002446534.1
NTDB id 30 MW RS08005 WP 000697220.1

NTDB id 14 SA RSO07775 WP 000697220.1
consensus

L FOE 1 . TN s R ey L LY R NS TCRuA0 RS
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