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MKQEIGYLRQSTINKQQSLAAQKQENIEA AJSKHIIQMINFYSDKQSGREDIYRRIGY[NQMT LIQQGQCD LCCYRLNRLHRN
MKESVIGYLRQSTMKQQSLAAQKQAIEATAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQACDILCCYRLNRLHRN
MKQVIGYLRQSTMKQQSLAAQKQAIEATAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRN
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LKNALKL KLCQSYHVHILSVHDGYFDMD|SAFDRISKLNIFISLAELESDNIGEQV NG IMEKAKQG ITTHAPFGYJIYH
LKNALKLIKLCQTY VHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYH
LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYH
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NGTFI gy PTVKAVENYY [GMGYKKIAQMLEED J INRJPYQVRNII NPNYCGRVEMNQYGQ NMFP IVST I
NGTFIINQNESPTVKAVENYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI
NGEINFIINQNESPTVKAVENYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI
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YEQAQRLR!QKQEKQTSSDNQLKQKINCPCCNETLTNMTVRKKNHILRYYVCPKNMNASRFVCDFKGINAQTLEDKVLKW
YEQAQRLR QKQ KQTSSDNQLKQKIKCPCCN TLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVL)AV
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CQDF QNQME Y KINBMVINWRLKRQR IET WTLIIEQLIEKLAQDYSIDAETFREQTQSLRQQEISZI SISRdQIld INAQ
CQDFYQ BT YAKIKNAIDKRLKRQRNEETHHTLTQERLIEKLAQGIIDAETFREQEQSL QQPQRITSISIMHQIQHTIQ
CRDFYQNQRIY KIKMAIDKR KRQRNIERHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRETSIMEHQIQHTIQ
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B similar
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