
logo MKI LMIVEDDFTVIAESLAVKSELKQKWNHYEGAVI
V
N
VVEQDQFYDYDHI LTES IKFNQQTHLQPHQLVLLDINLPHTLNGFHWCQE IRKQKTSNQVP I I F I SSAR

NTDB id 1055734 ACFDHS RS01810 WP 119635080.1 MKIMIVEDDFTIAESLVKELQKWNHEAVNVQDYYHITEKFQTLQPHLVLLDINLPHLNGFHWCQEIRQKSQVPIIFISSA 80
NTDB id 9 SA RS13865 WP 000697877.1 MKILIVEDDFVIAESLASELKKWNYGVIVVEQFDDILSIFNQHQPQLVLLDINLPTLNGFHWCQEIRKTSNVPIIFISSR 80
consensus !!!*!!!!!! !!!!! !! !!!* * ! * *! !* *!!*!!!!!!!!!*!!!!!!!!!!! !*!!!!!!!!

logo

I
SDNMDNQI

MMAIQMGAGDDF I EKPFNLKSLTIAMKIQALLRRSTYDFLKSVAENQDSQSLHTVKGCATL IVLVDEKAKLLVI
VYQDEQNTI

L
Q
SLSTLTELQI LKQ

NTDB id 1055734 ACFDHS RS01810 WP 119635080.1 SDNMNQMMAIQMGADDFIEKPFNLKLTIMKIQALLRRSYDFKVEQSQLHVKGCALVVDKALLIYQDQTLSLTLTELQILQ 160
NTDB id 9 SA RS13865 WP 000697877.1 IDNMDQIMAIQMGGDDFIEKPFNLSLTIAKIQALLRRTYDLSVANDSLTVKGCTLILDEAKVVYQEQNIQLSLTELQILK 160
consensus !!! !*!!!!!!*!!!!!!!!!! !!! !!!!!!!!*!! ! * !*!!!! !**! ! **!!*! * !*!!!!!!!

logo

L
QLF IQNEDGHKFYVNSRNTATL I EHKCWEQSENF IDDNTLAVNMS

TR I
LRKKLKNETI

LGLVNVDF I IQTKKNVGYKV
NTDB id 1055734 ACFDHS RS01810 WP 119635080.1 QLFINEGHFVNRNTLIEHCWQSENFIDDNTLAVNMSRIRKKLKELGLVDFIQTKKNVGYKV 221
NTDB id 9 SA RS13865 WP 000697877.1 LLFQNEDKYVSRTALIEKCWESENFIDDNTLAVNMTRLRKKLNTIGVNDFIITKKNVGYKV 221
consensus !! !! **! ! !!!*!! !!!!!!!!!!!!!!*!*!!!! *!* !!! !!!!!!!!!
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X ≥ 50% conserved


