
logo MKHQSLQLKRLSQHLATLTPQLQQS IRLLQLSTI
LELNQQELVEQAMLQTDENPLLEREVDNENLWDLDGTESATHR IGNAGDSDGSVNPAELQRSESSATPALPTE

NTDB id 1055509 ACFDAU RS13675 WP 413437448.1 MKHSLQLKLSQHLTLTPQLQQSIRLLQLSTLELNQELEQMLQDNPLLERVDNLDDGETHINGSD..PELRSE....APTE 74
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !!*!!!!*!!!!! !!!!!!!!!!!!!!!!*!!*!!*!! ! *!!!!!! ! *! * *** ! ! **** !!!

logo

S
T
PPPAA

S
N
S
G
VADHNATDPETAPEASYENGSDFDSDTRYEGLTEGDRMSDWESLSDEDGFNAYGRKSPDQDSDDEDEDRADPYMQQLPRSEFAEETPTSTLQRDEFHLMSEWQLANLPLTKPLSEPR

NTDB id 1055509 ACFDAU RS13675 WP 413437448.1 T....SSVADNTPEPE...........TRELGDMDWESEGNYGSPDDDDEDRDYQQPSFETTSLRDHLSWQLNLTPLSER 139
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSPR 160
consensus ***** !!* * *!*********** !! * ! !**!! * !* ** !**! !! * *!!*!

logo DKGRLVI
L
F
LL IDEASLDDEGGYLTGQSLDQDE I LAEDMLPAPELEVELDDELQAIALKRMNLQNSFLDEPATGIGARNSALASECLTLQLLQARLPEDSTPAHKRDPCL

NTDB id 1055509 ACFDAU RS13675 WP 413437448.1 DKRLVLLLIDALDDGGYLTQSLQDILEMLPPELEVELDDLQIALKNLQNLEPTGIGARNLSECLTLQLLALPEDTPHRDC 219
NTDB id 1425 RS RS02020 WP 011000369.1 DKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRL..DSPAKPL 238
consensus !! !!* !!* !!! !!!! !! *!! !!*!!!!!!!*!! !!* !! *! !!!!! !!!!!!! !**!*!****

logo ALTIAVNSQTHLEHELLAGASRDYSTGRLKKRAKLHSCVDDDGELKRAVAHRDEL IRTHSLANPFKPGAHACFGERASDEATDRFYI
VVPDVI

VVKRKTVAKAGGLWMVAQSLNPDAVMP
NTDB id 1055509 ACFDAU RS13675 WP 413437448.1 ALTIASTHLHELGSRDYSGLKRKLHCDDDELRVARDLITHLNPKPGACFGESDTRYIVPDVIVKKVKGLWVASLNPDAMP 299
NTDB id 1425 RS RS02020 WP 011000369.1 ALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDVMP 318
consensus !!!! !!* !* !!!* !!* !**!! !!* !**!! *! ! !!**!! * **!!!!*!*! * !*! !!!! !!

logo

K
RLR INDRMYADQI LRSRSNSRDGESSGSAHAQHNLAQQSKQLMQEAKRWL IKNI

V
M
QQRFDTI LKRVSQAS I IVDERQKRHSFFETHGE I

VAMRPLVLRE IADETVLVEG
NTDB id 1055509 ACFDAU RS13675 WP 413437448.1 KLRINRMYADILSRNRDS.SHQHLASQMQEAKWLIKNVMQRFDTILKVSQSIIDRQRHFFEHGEVAMRPLVLREIAEVVE 378
NTDB id 1425 RS RS02020 WP 011000369.1 RLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADTLG 398
consensus *!!!! !!! !! ! * * *! *!!!*!!!!!* !!!!!!!*!!! !**!!**!! !!!*!!!!!!!!!!!* *

logo LHESTI SRVTTNQKFYMAMTPMRGI
T
F
YELKYFFGSHVSTETGGAACSASTAIRAL IKQLVAGAEDNPSKKNPLSDGSQR IADELLGEQQGFIVVAR

NTDB id 1055509 ACFDAU RS13675 WP 413437448.1 LHESTISRVTTQKFMMTPRGIYELKYFFGSHVSTETGGACSATAIRALIKQLVAAENSKKPLSDGQIADLLGQQGIVVAR 458
NTDB id 1425 RS RS02020 WP 011000369.1 LHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVVAR 478
consensus !!!!!!!!!!!*!*! !! ! *!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!*!! *! !!!! !!*!!! !! !!!!

logo RTI
VAKYREASLKQIPSAPAVNSLQRKSL

NTDB id 1055509 ACFDAU RS13675 WP 413437448.1 RTIAKYRESLQISPASQRKSL 479
NTDB id 1425 RS RS02020 WP 011000369.1 RTVAKYREALKIPAVNLRKSL 499
consensus !!*!!!!! ! !** !!!!



X non conserved
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X ≥ 50% conserved


