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NTDB id 1157 A1552VC RS03895 WP 001888250.1 .....................MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVL 59
NTDB id 1045 H0N27 RS16330 WP 168727019.1 ............MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLV 68
NTDB id 1055508 ACFDAU RS12685 WP 413437261.1 MLKSKENYTGRSGQAPVLPVLIVDDEADILELLELTLLRMGLDVVRAMRVQEAIEKLKEGNFSLCLTDMRLPDGEGLEVV 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..............MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLV 66
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 YAVKEKSPDVPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTM 139
NTDB id 1045 H0N27 RS16330 WP 168727019.1 KHVSQNYPNTPIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVE.HDTTENALENKLLIGRSLPI 147
NTDB id 1055508 ACFDAU RS12685 WP 413437261.1 RYIGEQRPEIPVAVITAHGNTENAVAALKAGAFDYINKPVTLEQLRALVKSALKLPE....RHAAPSASERALIGTSHAM 156
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QYIQQRHPQTPVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRN....PEAEEAPVDNRLLGESPPM 142
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 QAVYRTIDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGA 219
NTDB id 1045 H0N27 RS16330 WP 168727019.1 QQLRIAIKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGL 227
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LPPLRERGEDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLR 387
NTDB id 1055508 ACFDAU RS12685 WP 413437261.1 MPPLREMREDVAEIAGTLLARLAQAAGMAVPALDKEAGKALSQYDFPGNVRELENILERALALSGGGKIDAMDLQLTPAQ 396
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VPPLRERREDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAP 382
consensus *!!!!** *!** *! ******* * *** *!**** ********!!!!!*!*!*******!** * !** *! *** *

logo

A
E
G
Q

A
E
M
N

G
I
S

A
Q
S
A
NPFIANRSAALPQS IQTTLVAAHPQEEGN

Q

K
A
A
L
V
K
Q
S
VHEAI

K
L

F
G
L
S

A
E
P
I
K
L
S

D
E
W
G
M
N
PLQERDYLDEDKNLTI EKRDEKQI

L
A
L
I
E
L
M
Q

E
N
QAI

L
N
E
A
E
K
M

C
T
D
H
R
G
Y
WNI

K
R
P
T
L
R
AAAQTKKLRYLDGI

L
M
V

S
T
P
F
S
R
A
T
S
I
M
L
Y
R
R
Y
K
RLEQKRTKFWLNG
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