
logo MPLLDSFTVDHTRMNAPAVRVAKTMQTPKGDTITVFDLRFTAMPNKDI LSEKRGIHTLEHLYAGFMRNHQLNGSDQVE I IDI SP
NTDB id 1055452 LMH68 RS10645 WP 017056597.1 MPLLDSFTVDHTRMNAPAVRVAKTMQTPKGDTITVFDLRFTAPNKDILSEKGIHTLEHLYAGFMRNQLNGSDVEIIDISP 80
NTDB id 1156 A1552VC RS01665 WP 001130227.1 MPLLDSFTVDHTRMNAPAVRVAKTMQTPKGDTITVFDLRFTMPNKDILSERGIHTLEHLYAGFMRNHLNGSQVEIIDISP 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!*!!!!!!!!!!!!!!!*!!!! !!!!!!!!

logo MGCRTGFYMSL IGATPTEQQVADQAGWLAAMQDVLKVENSQENKQIPELNEYQCGTAAMHSLDEEAKAE IAKNANI
V IAAGI SVNKRNDELA

NTDB id 1055452 LMH68 RS10645 WP 017056597.1 MGCRTGFYMSLIGTPTEQQVADGWLAAMQDVLKVENQNKIPELNEYQCGTAAMHSLDEAKEIANAIIAAGISVNKNDELA 160
NTDB id 1156 A1552VC RS01665 WP 001130227.1 MGCRTGFYMSLIGAPTEQQVAQAWLAAMQDVLKVESQEQIPELNEYQCGTAAMHSLEEAKAIAKNVIAAGISVNRNDELA 160
consensus !!!!!!!!!!!!! !!!!!!! *!!!!!!!!!!!! ! !!!!!!!!!!!!!!!!!*!!! !! *!!!!!!!!*!!!!!

logo LPESMLNQELKI
V
D
H

NTDB id 1055452 LMH68 RS10645 WP 017056597.1 LPESMLQELKID 172
NTDB id 1156 A1552VC RS01665 WP 001130227.1 LPESMLNELKVH 172
consensus !!!!!!*!!!**

X non conserved

X similar

X ≥ 50% conserved


