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NTDB id 1146 A1552VC RS00790 WP 001188316.1 80
NTDB id 1055432 LMH68 RS06240 WP 029235590.1 80
NTDB id 1296 VP RS13295 WP 005480993.1 79
NTDB id 1394 DSB67 RS13765 WP 005432827.1 79
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NTDB id 1146 A1552VC RS00790 WP 001188316.1 T FEFNVRKRLIMT LLQEFG LKGLEYESUEDNNGST BIGLEEIINGQNWLPREIV SQLLHYYR)ENY HMINATVDLTERE 160

NTDB id 1055432 LMH68 RS06240 WP 029235590.1 EELTELL GLKGLFYE INT RIGLIWE T GENWLPRVTQLLYYRN NTTPVDLTIRE 160
NTDB id 1296 VP RS13295 WP 005480993.1 T FNVPKRLTTDELLEFGQLKGLFYSE SLEQ EGLKI NGQNWLPRNVTSQLLHYYRNVINTHTAPATVDLTIRE 159
NTDB id 1394 DSB67 RS13765 WP 005432827.1 T FNVPKRLTTDELLE\FGQLKG FYIRESJSLEQI EGLKEIINGQNWLPRNVTSQLLHYYRNVINTHTAPATVDLTIRE 159
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NTDB id 1146 A1552VC RS00790 WP 001188316.1 Q LRCLQUGASNENIQ AENLF SEFT KSHLYQIFKKLIJVKNRVISATAWNAYQNL B 214
NTDB id 1055432 LMH68 RS06240 WP 029235590.1 (ARSI} HaESIESIS) )\ BNANY.Y LF SEFT KSHLYQIF KL VKNRVQAIAWANQNL 215
NTDB id 1296 VP RS13295 WP 005480993.1 QVLRCLQAGASN Q AEELF SEFT KSHLYQIFKKLSVKNRVQAIAWABJQNL S 214
NTDB id 1394 DSB67 RS13765 WP 005432827.1 QVLRCLQAGASNQ AEELF SEFT KSHLYQIFKKLSVKNRVQAIAWAQNL S 214
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