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INNQRVMVLVGRLTRKDVPEDLKRYTPSASNGTAAVGVAHTVFSTMLAVNRNQSTFKTSNQADNSGDTE I

READYFVINCTVLTIWRRKPQSTAETNFLTVALNFYACLTKQKGTSLALVGVSTDGR I
LQTR

NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 1055093 ACE8TC RS04290 WP 404997613.1 MINNVVLVGRLTKDPDLKYTSNGTAVVTFTLAVNRNFTSADGTREADFINCVIWRKPAETLANYAQKGTLLGVTGRIQTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 112 BSU 36310 NP 391512.2 MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEIEADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTR 80
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logo

N
SYDENEQEQGVQNRVFYVTEVLQVVAEDSTNFVRSQFLMLDEPSRKKNPTAGRTDEGTEGKSAQSAGQRDNQSTGDGQYNEGNSGAGSSGVQLNYFGNGSNQSNGQSNQDQTSNGNPYFGTGRSPNQNQNTGQNRARNPQANQAGRNSNFTVNQADSDPF

NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGD......GASQNFNSNQSNGSQQSGFTSPQQTGNAPAANNTQADPF 154
NTDB id 1055093 ACE8TC RS04290 WP 404997613.1 SYDNQQGQRVYVTEVVADNFQLLESKKADSSQNTQ......GSGVL.NS......QTNNYTRNQ.....QNRNNVQSDPF 142
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNSGGGQYFGG....GQNDNPFGGNQNNQRRNQGNSFNDDPF 156
NTDB id 112 BSU 36310 NP 391512.2 SYENEEGVNVYVTEVLADTVRFMDPKPREKAAD............................................... 113
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S
ANDNSGKQAPS IDIDSSDQDDLPF

NTDB id 624 LCA RS00040 WP 011373726.1 ANNGQAIDISDDDLPF 170
NTDB id 1055093 ACE8TC RS04290 WP 404997613.1 SNS..SIDIDSQDLPF 156
NTDB id 113 BSU 40900 NP 391970.1 ANDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ................ 113
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