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NTDB id 1055027 ACE6HX RS12570 WP 375566052.1 MLLSKMRWEYEHPSEEKVKSLSENLNISALTASLLVKRGLEEVEEARSFLFDQKAEFHDPFLLKGMKEAVERINKAIEEQ 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! !!!!!! *! *!!!!!*!*!*!**! !!!!!!!! * ! !! !!* !*!*!!! *!!!!!! *!! !! !
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NTDB id 1055027 ACE6HX RS12570 WP 375566052.1 ESIVIFGDYDADGVTSTSVLLHTLKERSAKVDFYIPDRFKEGYGPNEQAFRYIKEQGASLVITVDTGIAAVNEARIAKEI 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus ! !*!*!!!!!!!!!!!!!*!!!! !! !!!!!!!!!!!!!!!!!!!!! !!! ! !!*!!!!!!!!!!*!!**!!!*

logo GLDLVI ITDHHEPGSEPELPDEAVLRAIVHPKQPGCETYPFKELAGVGVAFKLVAHALLGEKLPADEQLLDLAAIGTIADLVPLHDENRLWI
L

NTDB id 1055027 ACE6HX RS12570 WP 375566052.1 GLDLIITDHHEPSEELPEALAIVHPKQPGCEYPFKELAGVGVAFKVAHALLGKLPAQLLDLAAIGTIADLVPLHDENRWL 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !!!*!!!!!!!! *!!!* !!!!!!!!!! !!!!!!!!!!!!!!*!!!!!! !! !!!!!!!!!!!!!!!!!!!!! *

logo AKTKLGLEVQRLRQRSTNRLPGLKAEL ILKELASGAGDTI
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NTDB id 1055027 ACE6HX RS12570 WP 375566052.1 AKKGLVQLRQSNRPGLKALLKEAGATLEEANEETVGFQIAPRLNAVGRIEQADPAVHLLMTEDKDEAEELARFVQELNKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus ! !! !! *!!*!!! !*! !* * !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!! !!!!!! * !!!!
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NTDB id 1055027 ACE6HX RS12570 WP 375566052.1 RQKIVSTITEEAIQMVEETGDDQSAIVVAKAGWNPGVVGIVASKLTDRFSRPAIVLGIDEETQMAKGSARSIPGFDLFFH 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGLDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLFES 400
consensus !!!*!! *!*!!! !!! ! !!*!!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!!!!! *!!!!!!!!*!! !! *

logo LSEKCRDI LPHFGGHPMAAGMTLKRADEDVPDLLRESRLNEQI
YADNENTLKTEEDF IP I

VQERVDALVCGKVDEDE I
LTVEAS IAEEMVGNMLSPFGML

QN
NTDB id 1055027 ACE6HX RS12570 WP 375566052.1 LSKCRDILPHFGGHPMAAGMTLRADDVPLLRERLNQYANETLKEEDFIPIQRVDAVCKVDELTVEAIEEVGMLSPFGMQN 480
NTDB id 354 BSU 27620 NP 390640.1 LSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGMLN 480
consensus !! !!!!!!!!!!!!!!!!!!!*!*!!! !! !!! ! !! !!!!!!*! !! !! !***!!! ! !* !!!!!!! !
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NTDB id 1055027 ACE6HX RS12570 WP 375566052.1 PKPFIMIEDARLEEIRTIGANQNHIKMSLKDEDKLLDCVGFHQGQLKEEIVTGSRISVIGEMSINEWNNRKKPQLMLKDA 560
NTDB id 354 BSU 27620 NP 390640.1 PKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIKDA 560
consensus !!!****! ! !!**! !!!! !*!!*** ! !!!!!!* ! ! ! !!*!!!!!**!!!!!!!!!!!!!!!!!*!!!



logo

A
RVDSEWQLFDLRGKKRDTWEDKTI

VSATLEPPSAEKRYAVI
VVCSFDKEDESTKTQTELLVNQI

T
EDLRRE

P
I
VHHVI S

V
H
S
A
K
D
E
N
Q
A
V
K
S
A
TFDLVDEGAKYI

VVFLALDPVPAPNSELDHLM
NTDB id 1055027 ACE6HX RS12570 WP 375566052.1 RVDEWQLFDLRGKKDWEKTISTLEPEKYVVVCFDEETKQEVNI.....PIHH.VHAENVSTFDVEGKYVVFADVPANEHL 634
NTDB id 354 BSU 27620 NP 390640.1 AVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSLDM 640
consensus ! !!!!!!!!!!* !! !*! !** ! *!*! !** ** *******!** * ** !!**! !*! !*!* **
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M
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NTDB id 1055027 ACE6HX RS12570 WP 375566052.1 LRQLLESQKPARVYTVFQRKEDHFMSSFPSRDQFKWFYGFLLKRGSFPLKEQGMELAKHRGWTKDTMIFMTKVFFELGFV 714
NTDB id 354 BSU 27620 NP 390640.1 LARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLGFV 720
consensus ! !!! ! !*! *! *!!!!*!*!! !!*!!!*!*!!!!!! !**! *! !!!!!*!!* *!* !!!!!!!*!!!!

logo KI EDNGVLS IVVRSDGAKPKKRDLTADSAQSTYQTAKQQRLMELDQKTLNTYSSAEKELKEWLNKSLMMKSEQDVSEPAVLYESTRRT
NTDB id 1055027 ACE6HX RS12570 WP 375566052.1 KIEDGVLSIVRDAPKKDLTASASYTAKQRLMELDQTLTYSSAKELKEWLNSMMSEVSPVL...... 774
NTDB id 354 BSU 27620 NP 390640.1 KIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
consensus !!! !!!!*! !*!*!!! ! *! !!! !!!!!! ! !!!! !!!!!!! *! !* ******
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