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NTDB id 1191 AAC28468.1 484..945( ) ....MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALVAGNV 76
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ......MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSVKSGTGTEDAT. 73
NTDB id 1197 PSJM300 03940 AFN76866.1 ....MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINEGKTPSLTSTDE.... 72
NTDB id 1204 PSJM300 03935 AFN76865.1 ..MKPVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAFEQAISEGHTPSLVSSLP.... 74
NTDB id 1184 GTF74 RS02335 WP 000649326.1 .MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTA...... 73
NTDB id 1167 A1552VC RS11065 WP 000649326.1 .MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTA...... 73
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 .MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTA...... 73
NTDB id 1054929 BCS84 RS04235 WP 016793485.1 MNNKSKRTNQKGFTLIELMIVVAIIGALSAIAVPAYKDYVSKSQASSALATLKALITPAELLIQEEGSISG.GV...... 73
NTDB id 1292 VP RS12235 WP 005479693.1 .MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQENGIAAAATL...... 73
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NTDB id 1191 AAC28468.1 484..945( ) IFDSANGLDGKYFAPGGVTVTP.............DTGAINIAFDAGA....NAGKTMTITPTVIAASGQISTWTCAPGA 139
NTDB id 1192 PAKAF RS23870 WP 024947914.1 KKEVPLGVAADANKLGTIALKPD.........PADGTADITLTFTMGGAGPKNKGKIITLTR.....TAADGLWKCTSDQ 139
NTDB id 1197 PSJM300 03940 AFN76866.1 ...GYIGITDSTS.YCDVDLD.T.........AADGH..IE.CTAKGGNAGKFDGKTITLNR.....T.ADGEWSCASTL 129
NTDB id 1204 PSJM300 03935 AFN76865.1 ...GFIGIGASTN.YCTVTLI.A.........TATGS..IT.CTTQNGMPDRFNGKTITIAR.....T.TDGLWDCTSDL 131
NTDB id 1184 GTF74 RS02335 WP 000649326.1 ......GTAAGFTRLGTVEDMGDGKIVIAPTASGALGGTIKYTFD...A.GVVSSSKIQLAR.....D.ANGLWTCSTTV 137
NTDB id 1167 A1552VC RS11065 WP 000649326.1 ......GTAAGFTRLGTVEDMGDGKIVIAPTASGALGGTIKYTFD...A.GVVSSSKIQLAR.....D.ANGLWTCSTTV 137
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 ......GTAAGFTRLGTVEDMGDGKIVIAPTASGALGGTIKYTFD...A.GVVSSSKIQLAR.....D.ANGLWTCSTTV 137
NTDB id 1054929 BCS84 RS04235 WP 016793485.1 ...SALGISASSNTLGTISA...............SGTTISFSF....VDGSLDGDSMTMRR.....S.ADTGWSCSLSA 125
NTDB id 1292 VP RS12235 WP 005479693.1 ...AQLGVDVAANDLGAIDS...........ALAGGSPTLTFTFD...ADSSIDGGILTFTR.....D.AATGWSCLPTA 130
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NTDB id 1191 AAC28468.1 484..945( ) ANGIETRRLPTSCQ*..... 153
NTDB id 1192 PAKAF RS23870 WP 024947914.1 DEQ....FIPKGCSK..... 150
NTDB id 1197 PSJM300 03940 AFN76866.1 DAK....YKPGKCS...... 139
NTDB id 1204 PSJM300 03935 AFN76865.1 DSR....YKPGKCL...... 141
NTDB id 1184 GTF74 RS02335 WP 000649326.1 TSE....IAPKGCTAGATIN 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 TSE....IAPKGCTAGATIN 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 TSE....IAPKGCTAGATIN 153
NTDB id 1054929 BCS84 RS04235 WP 016793485.1 SSAI...PSIEGCN...... 136
NTDB id 1292 VP RS12235 WP 005479693.1 PA.....IAVDGCS...... 139
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