
logo MPLLDSFTVDHTRMNAPAVRVAKTMQTPKGDTITVFDLRFTAMPNKDI LSEKRGIHTLEHLYAGFMRNHQLNGSDQVE I IDI SP
NTDB id 1054741 BCU19 RS04315 WP 010435876.1 MPLLDSFTVDHTRMNAPAVRVAKTMQTPKGDTITVFDLRFTAPNKDILSEKGIHTLEHLYAGFMRNQLNGSDVEIIDISP 80
NTDB id 1156 A1552VC RS01665 WP 001130227.1 MPLLDSFTVDHTRMNAPAVRVAKTMQTPKGDTITVFDLRFTMPNKDILSERGIHTLEHLYAGFMRNHLNGSQVEIIDISP 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!*!!!!!!!!!!!!!!!*!!!! !!!!!!!!

logo MGCRTGFYMSL IGATPTEQQVADQAGWLAAMQDVLKVENSQENKQIPELNEYQCGTAAMHSLDEEAKAE IAKNANI
V IASAGI SVNKRNDELA

NTDB id 1054741 BCU19 RS04315 WP 010435876.1 MGCRTGFYMSLIGTPTEQQVADGWLAAMQDVLKVENQNKIPELNEYQCGTAAMHSLDEAKEIANAIISAGISVNKNDELA 160
NTDB id 1156 A1552VC RS01665 WP 001130227.1 MGCRTGFYMSLIGAPTEQQVAQAWLAAMQDVLKVESQEQIPELNEYQCGTAAMHSLEEAKAIAKNVIAAGISVNRNDELA 160
consensus !!!!!!!!!!!!! !!!!!!! *!!!!!!!!!!!! ! !!!!!!!!!!!!!!!!!*!!! !! *! !!!!!!*!!!!!

logo LPESMLNQELKI
V
D
H

NTDB id 1054741 BCU19 RS04315 WP 010435876.1 LPESMLQELKID 172
NTDB id 1156 A1552VC RS01665 WP 001130227.1 LPESMLNELKVH 172
consensus !!!!!!*!!!**

X non conserved

X similar

X ≥ 50% conserved


