
logo MS IVSNATVTKVEEFDFLENDQEVATLTEVLETDASELTLTGSDKEEALKVARTVEVGTAKKSETDEAVKREEAFDEAVSTASKSLDATQLMYLGSE IGFSPLLTAEEEVLY
NTDB id 1054647 BCU67 RS04155 WP 010435803.1 MSISNAVTK.EEFDLNQVTTE.....SETLGK..AKRTVTKKTEAKEEAEVTSKSLDATQLYLGEIGFSPLLTAEEEVLY 72
NTDB id 1183 GTF74 RS11590 WP 000116737.1 MSVSNTVTKVEEFDFEDEALEVLETDAELTSDEELVAVEGASEDVREEFDASAKSLDATQMYLSEIGFSPLLTAEEEVLY 80
consensus !!*!! !!!*!!!! !***** ! ** * *!! * * !!!!!!!*!! !!!!!!!!!!!!!!!!

logo ARRALRGDEAARKRMIESNLRLVVKI SRRYSNRGLALLDL I EEGNLGL IRAVEKFDPERGFRFSTYATWWIRQTI ERALM
NTDB id 1054647 BCU67 RS04155 WP 010435803.1 ARRALRGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALM 152
NTDB id 1183 GTF74 RS11590 WP 000116737.1 ARRALRGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALM 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NQTRTIRLP IHVVKELNIYLRTARELSQKRLDHEPTAPEE IALTEKLDKRPVDGDVSTKMLRLNER I
VSSVDTP IGGDGDEKALLDI ILP

NTDB id 1054647 BCU67 RS04155 WP 010435803.1 NQTRTIRLPIHVVKELNIYLRTARELSQKLDHEPTAEEIATKLDKPVGDVSKMLRLNERVSSVDTPIGGDGEKALLDIIP 232
NTDB id 1183 GTF74 RS11590 WP 000116737.1 NQTRTIRLPIHVVKELNIYLRTARELSQRLDHEPTPEEIALELDRPVDDVTKMLRLNERISSVDTPIGGDGDKALLDILP 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!!!! !!*!! !!*!!!!!!!!*!!!!!!!!!!!*!!!!!!*!

logo DI
S
H
NNASDPEFVSTQDDSDIKRENSL ILFNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGRE ICNLTRERVRQIQVEGLRRLRE I L IVK

NTDB id 1054647 BCU67 RS04155 WP 010435803.1 DINNSDPEVSTQDSDIKNSLIFWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREICLTRERVRQIQVEGLRRLREILIK 312
NTDB id 1183 GTF74 RS11590 WP 000116737.1 DSHNADPEFSTQDDDIRESLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILVK 320
consensus ! *! !!! !!!! !!* !!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!

logo QGLNMEANLFNVENYDN
NTDB id 1054647 BCU67 RS04155 WP 010435803.1 QGLNMENLFNVEND. 326
NTDB id 1183 GTF74 RS11590 WP 000116737.1 QGLNMEALFNVEYDN 335
consensus !!!!!! !!!!! !*
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