
logo MQSQSDEHNQPTFYFFFDYETWGVNSPAKDRPSQFAGVRTDMQDFNI
V IGEPLVIYCQLPPANDYLPAPEAAL ITGR ITPQKAMNSQGLAPEP

NTDB id 1054585 BCU92 RS01765 WP 010441226.1 MSSDNQPTYFFFDYETWGVSPAKDRPSQFAGVRTDQDFNVIGEPLVIYCQPPADYLPAPEAALITRITPQKAMSQGLPEP 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
consensus ! **!!!*!!!!!!!!!! !!!!!!!!!!!!!!! !!!*!!!!!!!!!!*! !!!!!!!!!!!! !!!!!! !!!!*!!

logo EF IAKR IHAELASKTPNTI
T
N
SLGYNS IRFDDEVTRYTCYRNF IDPYAWSWQHNGNSRWDLLDVLMRACVHALRPEGI EVWPENDEDEGFYPT

NTDB id 1054585 BCU92 RS01765 WP 010441226.1 EFIAKIHAELAKPNTTSLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQNGNSRWDLLDVMRAVHALRPEGIVWPENEEGYP 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
consensus !!!!*!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!*!!!!!!!! !!!!**!**

logo SFKLEHLSVANGI EHESNAHDAMADVIATI ELAKKLVKAAQPKLMFDYFLFYSTMRHKRKLNTEL IVDIVNMQTPLMHVSGMF
LGRDECRHNY

NTDB id 1054585 BCU92 RS01765 WP 010441226.1 SFKLEHLSVANGIEHENAHDAMADVIATIELAKKLKAAQPKMFDYLYSMRHKRKLNELVDIVNMTPLMHVSGMFGRDCNY 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!*!!!!!!*!!! **!!!!!!! !!*!!!! !!!!!!!!! !!***!

logo TSWIVP I
MAWHPTNQNAVIVVDLAGKDPQSPLLELDASDEATLQRAERLYTKRRYESDELAGEPDELPVP I

VKLVHQLNKCP I LAPAKTLTAENAEQ
NTDB id 1054585 BCU92 RS01765 WP 010441226.1 TSWIVPMAWHPTNQNAVIVVDLAKDPSPLLELDSDALRERLYTKRSELGEDELPVPIKLVQLNKCPILAPAKTLTAENAE 320
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
consensus !!!!!!*!!!!!!!!!!!!!!!*!!! !!!!!! * ! !!!!* *!**!!!!!!*!!!*!!!!!!!!!!!!!!!!!!

logo

K
TIG IDREQQCLAKHNLANLVI

LREQHPE IREKL IVGTLVFYSQEREFYENKQESDSDVDSTHQLYADGFFSPAGDKRATAMDE I IRQTTADPENNLAGASLADIRTFVAGDEK
NTDB id 1054585 BCU92 RS01765 WP 010441226.1 TIGIDRQQCLKNLALLREHPEIREKLIGLYSQEREYEKSDDVDTHLYDGFFSPGDKTAMDIIRQTDPNNLAALDITFGDE 400
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADK 400
consensus !!!!! !!! *! **! !!!!!!!!* **!!!!!* !!!**!! !!!!!*!* !!*!!! ! ! !!* ! ! *!

logo R I EKPLLFRYRARHFYPHWTLDTDEATEQLRKRWAANHCRDEFYFYERSNRLEEGYMLNLENLAVHEHEQASDEPKKMAI LKASVYHQYVEKLACS
NTDB id 1054585 BCU92 RS01765 WP 010441226.1 RIKPLLFRYRARHFPWTLDEAEQLKWANHCREFYESRLEEYMLNLENLAHEHESDEKKMAILKAVYQYVEKLAS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 RIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !! !!!!!!!!!!*!*!! * !! *!! !!!***! !! !!!!!!!! !!! !*!!!!!!! !!*!!!!!!*

X non conserved

X similar

X ≥ 50% conserved


