logo

NTDB id 1404 DSB67 RS14000 WP 010643494.1
NTDB id 1054578 BCU99 RS14165 WP 016787692.1
NTDB id 1171 A1552VC RS12125 WP 000520444.1
consensus

logo

NTDB id 1404 DSB67 RS14000 WP 010643494.1
NTDB id 1054578 BCU99 RS14165 WP 016787692.1
NTDB id 1171 A1552VC RS12125 WP 000520444.1
consensus

logo

NTDB id 1404 DSB67 RS14000 WP 010643494.1
NTDB id 1054578 BCU99 RS14165 WP 016787692.1
NTDB id 1171 A1552VC RS12125 WP 000520444.1
consensus

logo

NTDB id 1404 DSB67 RS14000 WP 010643494.1
NTDB id 1054578 BCU99 RS14165 WP 016787692.1
NTDB id 1171 A1552VC RS12125 WP 000520444 .1
consensus

logo

NTDB id 1404 DSB67 RS14000 WP 010643494.1
NTDB id 1054578 BCU99 RS14165 WP 016787692.1
NTDB id 1171 A1552VC RS12125 WP 000520444.1
consensus

L etV vaaD Tl e oL ey o
DSLH DNHHSLKAAV\.KNET L ‘r\'%ﬁ VA§ EH EL LF s
MBJKIMLVTGIDIGHINS KAVVLKPNIGNISYAL GYKE I @IV NIT WGBIQIRIVKINLKE KKRIRLPEFR RKVAISVPDNA
MGESL TGIDINHHSIKAVVLKP ¢] SYALVGYKELE DIFTHNHTL YQKEVKKLKEL KGLPFGSRNVAISVPDNT
MGKSLVTGIDIGHHSIKAMWVLKP G YALVGYREL INDIFT NHTL YQKIVKKLKELKKGLP|R3S KVAI PDRJA
| AEEFARES FVEELS Ok sty moM AL e
V SKK\.Q QE{EESEKEFSY\XQT&HQS F |EE\.S\.DF|KL15EKE ABSSN%T T kE é S
VISKIALQIEMNLE SEKEFAVEYQAFSHQSPFPVEELSLDF KV jsleNIRGEWNSYQV ATRKDVV R ALMNK GIRKP
VISKVLQIES LE REKEF YQF HQSPFP EELSLDFVK RFT
VISKVLQI S LEMWREMEFAVYQAFSHQSPFPVEELSLDFVKViY KE® REST QVYAT KDVVDSR |35lA ISKAGF)RP

PUEE s b Dok b bk Dk D bk Dk Le DL LD b DL LTk D oskskkok skokokokokskokok Dl Db b b bk Pokosk Dk Do Dk |

sl

| I \_\/D| WBSSLT — N@ Rl ST vesvn, e |
‘ S

%EEIREMYL LVRYBRE fr e T ELAF U087 ) it Eor Ok bsike
VARLYH S QEIRGIsERYKIHVEER NKMCINEDRIR S LNSKIF TMF TEQGELIJHREF)EC TTGSLF@QDP DD..AQVAEE
VDEQAHHLLNIWQLASHL KNI RANREV DARRSINGE I P QG S AJARAOMAF(E T QDINCS TGNSMDMEGGFSNVEEKH
VL DVQWHSLLH WQLAS FE\YiM IZW LVDIGYENQSSLE MININGIPFYKD P8 QIMESJEPSAMNSENHPLLH PmQ

kokok I skok  skok Dskoskk |k Iskkk kkokx sk bk | okox kok |k ok ok kskx DPxk x| * ok kok EES
o B QLY LS e L vl B P ke )
&FNéﬁl PLES Bt s vbnLeRarALE LF SNSRI

NFY VE KRQ QLYTS NG QWIING WLSGEGAATPMLAEELSSQ!ALECE LNPLELFENIKV KRKRREVADWQHF
I/ L EK KRQ QLY SVN EQPISG WLMGEGA PM VEELERHFQLSCEHLNPLSLFENKVAK RINY DWQHF[

MLV K BRRQ QL TSVEKIG QN G WLSGEGA BELIN ALYQR!SLPCE LNPIJSLFISNIYVAKRKR|g® DEQ F

*

K Dok skokokokokokor D Lok D Doeor Dokokokok | sk Dok D Dok Dok | Dokokokokok sk |

L8 el
LSVIAIIQEEDNA H
ARVNG ARG \WNEGBNAVEIH 338
IAAG A BGLIAWRIGING N 341
ENAAGLA RGLEVWLISN .. 338

PU sk Dksk e Dok skokokkok

DUt b d Lskor b br b KDk Dok Lk

X non conserved
B similar
>50% conserved

159
160
160

237
240
239

317
320
319



