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NTDB id 1054192 BCV36 RS10835 WP 016792070.1 MNNKSKRTNQKGFTLIELMIVVAVIGVLSAIAIPQYQKYVAKAEVAAALATMTGVKTNVEAYAVEYGAFPPAAQ..SAA. 77
NTDB id 1184 GTF74 RS02335 WP 000649326.1 .MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTA..GTAA 77
NTDB id 1167 A1552VC RS11065 WP 000649326.1 .MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTA..GTAA 77
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 .MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTA..GTAA 77
NTDB id 1038 H0N27 RS01510 WP 000993725.1 ......MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNEGAVPT.......... 64
NTDB id 1292 VP RS12235 WP 005479693.1 .MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQENG........IAAAA 71
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ......MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSVKSGTGTEDATK 74
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NTDB id 1054192 BCV36 RS10835 WP 016792070.1 ....LGVPANIPQ.GTIAFA..PA.QS..SAGSIDFTFSSANVSSLLIASEFQLDRD.SNGSWSCVASGAQAVSSDLLPK 146
NTDB id 1184 GTF74 RS02335 WP 000649326.1 GFTRLGTVEDMGD.GKIVIA..PT.ASGALGGTIKYTFDAGV....VSSSKIQLARD.ANGLWTCSTT....VTSEIAPK 144
NTDB id 1167 A1552VC RS11065 WP 000649326.1 GFTRLGTVEDMGD.GKIVIA..PT.ASGALGGTIKYTFDAGV....VSSSKIQLARD.ANGLWTCSTT....VTSEIAPK 144
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 GFTRLGTVEDMGD.GKIVIA..PT.ASGALGGTIKYTFDAGV....VSSSKIQLARD.ANGLWTCSTT....VTSEIAPK 144
NTDB id 1038 H0N27 RS01510 WP 000993725.1 KLSDVGFTAATSSVCATYSIDAFTETDGAGKIT..CTLKG...NPKIATKIVELTRS.TDGAWTCVSD....VPTEFLPK 134
NTDB id 1292 VP RS12235 WP 005479693.1 TLAQLGVDVAANDLGAIDSA....LAGGSPTLT..FTFDAD...SSIDGGILTFTRDAAT.GWSCLPT....AP.AIAVD 136
NTDB id 1192 PAKAF RS23870 WP 024947914.1 KEVPLGVAADANKLGTIALK..PDPADGTADITLTFTMGGA..GPKNKGKIITLTRTAADGLWKCTSD....QDEQFIPK 146
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NTDB id 1054192 BCV36 RS10835 WP 016792070.1 SCRP........... 150
NTDB id 1184 GTF74 RS02335 WP 000649326.1 GCTAGATIN...... 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 GCTAGATIN...... 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 GCTAGATIN...... 153
NTDB id 1038 H0N27 RS01510 WP 000993725.1 GCTAGTPTEGAITSL 149
NTDB id 1292 VP RS12235 WP 005479693.1 GCS............ 139
NTDB id 1192 PAKAF RS23870 WP 024947914.1 GCSK........... 150
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