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NTDB id 1184 GTF74 RS02335 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAGFT 80
NTDB id 1167 A1552VC RS11065 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAGFT 80
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAGFT 80
NTDB id 1002 ACIAD RS15100 WP 004923779.1 .....MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTA.... 71
NTDB id 1053456 ABUS35 RS17280 WP 306712678.1 .....MNAQKGFTLIELMIVVAIIGILAAIAIPAYQNYVARSQATAGYSEISNMRTGYDTELN.DGTEITSLSQV..... 69
NTDB id 1038 H0N27 RS01510 WP 000993725.1 .....MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVN.EGAVPTKLSDV..... 69
NTDB id 1192 PAKAF RS23870 WP 024947914.1 .....MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALS.RGWSVKSGTGTEDATK 74
NTDB id 1197 PSJM300 03940 AFN76866.1 ...MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAIN.EGKTPSLTSTD..... 71
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NTDB id 1184 GTF74 RS02335 WP 000649326.1 R...LGTVED...MGDGKIVIAPTA.SGALGGT.IKYTF..DAGVVSSSKIQLAR...DANGLWTCSTTVT..SEIAPKG 145
NTDB id 1167 A1552VC RS11065 WP 000649326.1 R...LGTVED...MGDGKIVIAPTA.SGALGGT.IKYTF..DAGVVSSSKIQLAR...DANGLWTCSTTVT..SEIAPKG 145
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 R...LGTVED...MGDGKIVIAPTA.SGALGGT.IKYTF..DAGVVSSSKIQLAR...DANGLWTCSTTVT..SEIAPKG 145
NTDB id 1002 ACIAD RS15100 WP 004923779.1 GSSCVGVQEISASNATTNVATATCGASS..AGQIIV.TM..DTTKAKGANITLTPTYASGAVTWKCTTTSD..KKYVPSE 144
NTDB id 1053456 ABUS35 RS17280 WP 306712678.1 .....GFTATSSGACS.AIGVTNFGNDGAATNAITCTLK..GNPKIAGKIISLSR...SATGAWTCSTDIATTDEFLPKG 138
NTDB id 1038 H0N27 RS01510 WP 000993725.1 .....GFTAATSSVCA.TYSIDAFTETD.GAGKITCTLK..GNPKIATKIVELTR...STDGAWTCVSDVP..TEFLPKG 135
NTDB id 1192 PAKAF RS23870 WP 024947914.1 KEVPLGVAADANKLGT..IALKPDPADGT.ADITLTFTMGGAGPKNKGKIITLTRT..AADGLWKCTSDQD..EQFIPKG 147
NTDB id 1197 PSJM300 03940 AFN76866.1 .EGYIGITDS.TSYCD..VDLD.TAADGH.I...ECTAKGGNAGKFDGKTITLNR...TADGEWSCASTLD..AKYKPGK 137
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NTDB id 1184 GTF74 RS02335 WP 000649326.1 CTAGATIN....... 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 CTAGATIN....... 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 CTAGATIN....... 153
NTDB id 1002 ACIAD RS15100 WP 004923779.1 CRG............ 147
NTDB id 1053456 ABUS35 RS17280 WP 306712678.1 CTGGGTPAVGAITTL 153
NTDB id 1038 H0N27 RS01510 WP 000993725.1 CTAG.TPTEGAITSL 149
NTDB id 1192 PAKAF RS23870 WP 024947914.1 CSK............ 150
NTDB id 1197 PSJM300 03940 AFN76866.1 CS............. 139
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