logo

NTDB id 105232 R8574
NTDB id 1240 Cj1413c
consensus

logo

NTDB id 105232 R8574
NTDB id 1240 Cj1413c
consensus

logo

NTDB id 105232 R8574
NTDB id 1240 Cj1413c
consensus

logo

NTDB id 105232 R8574
NTDB id 1240 Cj1413c
consensus

logo

NTDB id 105232 R8574
NTDB id 1240 Cj1413c
consensus

RSO7795 WP 317647623.1
YP 002344796.1

RSO7795 WP 317647623.1
YP 002344796.1

RSO7795 WP 317647623.1
YP 002344796.1

RSO7795 WP 317647623.1
YP 002344796.1

RSO7795 WP 317647623.1
YP 002344796.1

E AMEES L ATIVRUFL JREF S A DDA

MRFSTKIKKEFSGKNVLLLQGPVGNFFHHLA KM KNQTKVFKLNEFNGGDFFFY SGTRCKCDEKDLENFYRDFFQNKKI
MRFSTKIKKEFSGKNVLLLQGPVGNFFHHLA KM KNQTKVFKLNENGGDFFFY|gSGTRCKCDEKDLENFYRDFFQNKKI

L R OAEL R TSRO A

DAILMYNDCRITHAKAIKVAKELGIEIWIFEEGYLRPYCITLEKDGVNANSSLPRDKNFYLSQNIFTKESIKEIPGGFKF
DAILMYNDCRITHAKAIKVAKELGIEIWIFEEGYLRPYCITLEKDGVNANSSLPRDKNFYLSQNIFTKESIKEIPGGFKF
PELL e rrrrrrrrrrrnt

A AR A RN EELE RO TR LA T

MAFDAFLYWLFAFILAPFFNNKLHHRTLYPFEFLFWFRSLYRKYLYWITEKKLNEKIYNLEKKYFLAILQVYSDTQIKYH

MAFDAFLYWLFAFILAPFFNNKLHHRTLYPFEFLFWFRSLYRKYLYIMITEKKLNEKIYNLEKKYFLAILQVYSDTQIKYH
I N N R e

A e PR DRI UL T VLA T

YKKSIEHFIEETILSFANHARAKSYLVFKHHPMDRGYKNYSJKLINDLS[NKYH EGRVLYVHDTHLPVLLRKALGCITINS

YKKSIEHFIEETILSFANHARAKSYLVFKHHPMDRGYKNYRKLINDLSIHKYH EGRVLYVHDTHLPVLLRKALGCITINS
P et ettt ettt trrrrr pr sttt rrrnnd

LALE: TPt LR sl L EMLLTORLPALEEL

TVGLSAILEGCPTKVCGNAFYWFEGLSYPKKLQFFWREAHAYKPNPVLVCNFKKYLLQTNQFNGNFYKNFFLDK 394

TVGLSAILEGCPTKVCGNAFYRNFEGLSYPKKLQFFWREAHAYKPNPVLVCNFKKYLLQTNQFNGNFYKNFF LD K el
PELLE e e rrrrrrrrrrrrrrrrrnd

X non conserved
B similar
> 50% conserved

80

160
160

240
240

320
320



