logo

NTDB id 1052162 ACE2AN RS01405 WP 050099866.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 1052162 ACE2AN RS01405 WP 050099866.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 1052162 ACE2AN RS01405 WP 050099866.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 1052162 ACE2AN RS01405 WP 050099866.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 1052162 ACE2AN RS01405 WP 050099866.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 1052162 ACE2AN RS01405 WP 050099866.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

K R Ve el AL TR TENT

MR I TF L Fl§ IVVYHEFGHF FAK SGILVREFAIGMGPKIFAHMGKDGTEIWYTIRILPLGGYVRMAGWG DTTEIKT,
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT,
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT,

ST T R T

G PIYSLTL IDGKV RINLS[Y }{ DQTALPM VT[N DIJEDKLIJT)INGLVLIAERKT E\WVDHDAT VEEIDGTE RIAPHEDVQY]
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY]
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY

(O LAY MR VRV AR s sy Aengsléki}éé WA o) 1

QNA IWG LITNFAGPMNNFILGV VF|l LMF QGGVIDUMTN{pg: [VAEAGAINQYG YN0 TN T(eR):gaV W - SLl
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE|
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE

Tt e T ol |V ko L L

ESMETEKDK PERBDLANE . SEK[¢SBIK QNSRY T)3

ALRENTQKFSkGDSLSVTVKRSNGQEETISVKPQ SQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN

ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQIMSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN
D kokosk ook | okokokokokokokok Dok DD skokokokok Dokokokokokok Dok Dok DD Dok Dok DD Dok Dok Dokokokokokokokok |1 Dokok Dokokok Dokok | Dokok | Dok | ]k

ALV o a1 S L AL A A R ST LAY

I

IILNKLGGPVARRE|@AS A QNG [YILpgy® M SIN GIFNLIPIPALDGGKIVJENI EAIRRKPLIYQEIE Y TLAGYV|
FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNITIEAIRRKPLNQEIESYITLAGV
FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV

SO AT et

| LINR

I MVVLMIAVTWNDIMRIRFF): 419
AVMVVLMIAVTWNDIMRAFFR 420
AVMVVLMIAVTWNDIMRAFFR 420

X non conserved
B similar
>50% conserved

160
160
160

240
240
240

318
320
320

398
400
400



