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MKINI IFSV VVIHEFGH FFAKR GILVREFAIGMGPK FAHWNGKDGTHYTIR LPLGGYV{@MAGWGEDITE yyg
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT,

Sl N ngggmvoHom 'ED' 'E'R i

GUIPMSLIANEKDGKVE] INgSIY (ANRg:A PMi3VERy DLE KLTIFGM NGNEQEKVAYAVDHDATI BIEDGIYE RIAPKD
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETMMKTYEVDHDATIVEEDGTELRIAPKD
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET KTYEVDHDATIVEEDGTELRIAPKD
VQ QSAK WQR TNFAGPMNNFIL F FTGLVFAQGGVQDVNTTSISG QNGSPAAE GLKDGDEI A NGKTV Q
VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIBQVANGGAAQVSGLKTGDAIVAINKDKVTDWD
VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLI QVANGGAAQVSGLKTGDAIVAINKDKVTDWD
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B similar
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