logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124 BSU 16930 NP 389575.2

10562122 ACE11B RS00190 WP 003128983.1
462 GPW51 RS00385 WP 012774894.1

412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1

239 SPD RS09270 WP 000642701.1

280 KZH43 RS08670 WP 000642700.1

205 SPR RS08830 WP 000642700.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124 BSU 16930 NP 389575.2

1052122 ACE11B RS00190 WP 003128983.1
462 GPW51 RS00385 WP 012774894.1

412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1

239 SPD RS09270 WP 000642701.1

280 KZH43 RS08670 WP 000642700.1

205 SPR RS08830 WP 000642700.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124 BSU 16930 NP 389575.2

1052122 ACE11B RS00190 WP 003128983.1
462 GPW51 RS00385 WP 012774894.1

412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1

239 SPD RS09270 WP 000642701.1

280 KZH43 RS08670 WP 000642700.1

205 SPR RS08830 WP 000642700.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

consensus

W TEILTEQATOH BB CDMNESTAN DN Loue sty DL

VNTNARFLSEIRLAE G VY

M

BVGDNJFYRLINAL gy AjY RSBL

MAMKAE IAVGTEILTGQI NTNAQFLSEKEAE G DVYFRETAVGDNE@ERLLSHLE ASERSH
AMK EITAVGTEILTGQIVNTN QFLSEKIY

AE G DVYFQTAVGDNERRLLS LEJIAR RSPL

NN N N e Y R Ry ey I

e skt R TN ERME AT LN BT -1

Qo] T Q HAREIQ EIRURDIE AR YI2IQ LTFFKNGQR FMUENY LI T LMF KDET ANV AW NN T FYRT AT A AN

RNy NN

[ | % * 11 % % %k %k % k k% | % * % kkk Pkl kx kx|

N@ AT VTR S0

LAl

P

* | x

DU Db Dikor DLDo DL ook ko ok

159
155
156
156
156
156
156
156
156
156

239
235
233
233
232
232
232
232
232
232



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124

10562122 ACE11B RS00190 WP 003128983.1

462
412
170
239
280
205
538
510

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124

1052122 ACE11B RS00190 WP 003128983.1

462
412
170
239
280
205
538
510

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124

1052122 ACE11B RS00190 WP 003128983.1

462
412
170
239
280
205
538
510

consensus

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1

SPD RS09270 WP 000642701.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1
SMSK321 RS11060 WP 000642686.1
SM12261 RS08320 WP 000642690.1

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1

SPD RS09270 WP 000642701.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1
SMSK321 RS11060 WP 000642686.1
SM12261 RS08320 WP 000642690.1

BSU 16930 NP 389575.2

GPW51 RS00385 WP 012774894.1
SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1

SPD RS09270 WP 000642701.1
KZH43 RS08670 WP 000642700.1
SPR RS08830 WP 000642700.1
SMSK321 RS11060 WP 000642686.1
SM12261 RS08320 WP 000642690.1

e greec e Y Rz s W g eAdESLACQhrvopes s T

—

3 1 BYGYGEHTSLAR VV NLKINERKT lAAESLTAGLFQAT
LD 3y YGE [FSLEGVIRILAISNT I ARYERET GLEQAS

QEIF LLKEKGKTIEAAESLTAGLFQAR
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVA FSGVSSIF4GGFVTYS

SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVA FSGVSSIFRGGFVTYS
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVA FSGVSSIFRGGFVTYS
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVA FSGVSSIFJAGGFVTYS
SLRDMCYGYGEERISLASIVVEELK QGKTIWAAESLTAGLFQATVADFSGRASSIFI{GGFVTYS
SLRDIBCYGYGEETSLASIVVEELKRQGKTIp AESLTAGLFQARVADFSGINSSIFINGGFVTYS

Posksksk Dskok D sksk  skkskskskskskskkkokok |k | kk b skok ok sk ko k ok * %k | %% | [ * %k k % % kkkk 1 1x *

805 10t e essha Tl LT Dl T

? IlKECSELKGVQKLGIF Q
TA

S=EER

IINEDL

* %k %k *kk ok * % %k % k % ok sk ok sk ok k| oskosk sk k ok ok * | okok ok ok ok | 1 5k % %k k | s 3k 3k 5k %k %k 5k %k 3k k k %

A

416
412
393
418
GRSRADVRHIAVMHAFNLVRKALLSD S 418
GRSRADVRHIAVMHAFNLVRKALLSD s 418
418
418
418
418

X non conserved
B similar
> 507 conserved

FJ | Ao A,

311
308
308
308
312
312
312
312
312
312

391
387
370
388
392
392
392
392
392
392



