logo

NTDB id 1158 ABDM36 RS01105 WP 000224452.1
NTDB id 1051952 ACEZDF RS13450 WP 005379543.1
NTDB id 1290 VP RS01235 WP 254894148.1
consensus

logo

NTDB id 1158 ABDM36 RS01105 WP 000224452.1
NTDB id 1051952 ACEZDF RS13450 WP 005379543.1
NTDB id 1290 VP RS01235 WP 254894148.1
consensus

logo

NTDB id 1158 ABDM36 RS01105 WP 000224452.1
NTDB id 1051952 ACEZDF RS13450 WP 005379543.1
NTDB id 1290 VP RS01235 WP 254894148.1
consensus

logo

NTDB id 1158 ABDM36 RS01105 WP 000224452.1
NTDB id 1051952 ACEZDF RS13450 WP 005379543.1
NTDB id 1290 VP RS01235 WP 254894148.1
consensus

logo

NTDB id 1158 ABDM36 RS01105 WP 000224452.1
NTDB id 1051952 ACEZDF RS13450 WP 005379543.1
NTDB id 1290 VP RS01235 WP 254894148.1
consensus

rscnserar AL UIAG D VAL IS LA Y AL

) AR AL LT LA

DICDPYFSEITRGIEDAAMEHGYLVLLGDSGQQK RERSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEF
DICDPYFSEITRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEF
DICDPYFSEIIRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEF

LT DAFEALTO A o R CLARL o vt Al

APELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGPBRAMLCQFREIQGYQQALRRAGI |y PHY[hWd F F GAKA
APELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGPDTA LCQFRQQGYQQALRRAGIFKDPQYSVITEFSFDGGAKA
APELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGPDTA LCQFRQQGYQQALRRAGI KDPQYSVITEFSFDGGAKA

BT A B A TR

VRNLLELPENPTAIFCHNDTMAIGAIQEAKRLGLRVPQDLSVVGFDDI FAQYCDPPLTTISQPRYEIGRQAMLMMLELL
VRKLLELPEPPTAIFCHCDTMAIGAIQEAK LGLRVPQDLSVVGFDDINFAQYCDPPLTTISQPRYEIGRQAMLMMLE L
VRKLLELPEPPTAIFCHCDTMAIGAIQEAKRLGLRVPQDLSVVGFDDINFAQYCDPPLTTISQPRYEIGRQAMLMMLELL

KDl LM

GHDV  GSRLLETKLVVRIASAAPPF] IS 335
KGHDVHSGSRLLETIJLV RGSAAPPQR|j¥ 335
KGHDVHSGSRLLETKLVVRGSAAPPQRA 348

|

X non conserved
B similar
> 50% conserved

147
147
160

227
227
240

307
307
320



