
logo ML
INRVVLVGRLTRKDVPDELRYTSPSNGVAASVAGTRTFSTLMVAVNRQTFSTNAQNQSGEDREADF I SNCVAITWRRKSQAENFLVANFLMTRKKGSLAIVGVEDGR I

LQTGR
NTDB id 1051348 ACE1N7 RS20820 WP 068985805.1 MINRVVLVGRLTKDPELRYTPNGVASTRFTVAVNRTFSNQQGDREADFISCVAWRKQAENLANFMRKGSLIGVEGRIQTG 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!!!!!!!!!!*!**!!!!**!*!***!**!!!!*!*!**!*!!!!!!*!! !!**!!!*!!!**!!!!*!!*!!*!!*

logo

S
NYEGNQDQGKQRVFYTVTDEVQVVAEDNSFVSQLFLESPKRTNTGTGEGAQSGPRAQSGSDPGQAYGSQGQGNTFYGNESGNNQSGNNGGQSPQSYFYGGGQNPDQNQSGPQFTGSGAMPGQGSFGGDAYQQPN

NTDB id 1051348 ACE1N7 RS20820 WP 068985805.1 SYEGQDGKRVYTTDVVADSVQFLEPRNGGGAPASPQYGGQTYG....NNQPSYGGGQPQQQFGGAMPGQGSFGGDAYQQN 156
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.....G.GYNEGNSGGGQYFGGGQNDNPFGG...............N 139
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQ.NFNSNQSNGSQ.......QSGFTS...............P 137
consensus *!!*!*!*!!**!*!*******!!****** * ** **** * ***** ** !** *

logo QNPQNPTGMQRNAQRNPANQAGYTNNRSFTVDNQADEDPFANDNSKGGKQAP I EDVI SEDDDLPF
NTDB id 1051348 ACE1N7 RS20820 WP 068985805.1 QPPMNQPNYTRVDEDPFANSKGPIEVSEDDLPF 189
NTDB id 113 BSU 40900 NP 391970.1 QNNQRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 624 LCA RS00040 WP 011373726.1 QQTGNAPAANNTQADPFANNGQAIDISDDDLPF 170
consensus !* * **** **!!!!! * *!**!*!!!!!
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