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NTDB id 1051329 ACE1N7 RS09870 WP 374966944.1 MTNTQNKPRKGPGGPGHMMAPGEKPKNFKKPWGKLIAYCKPYLPAIIFALVLAVVGTIFTIIGPNKLSEITDLIMEGMAG 80
NTDB id 370 SMU RS04260 WP 002263294.1 .......................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAG 57
consensus *********************** * ! * * *!*!*! * !** *! * !*!!! *! !*!! * !*!!
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NTDB id 1051329 ACE1N7 RS09870 WP 374966944.1 EIDLTAIGKIGLFLAILYGLSFIFNYIQAFMMATITQRVSKRLRTDISNKIDRLPLKYFDSTTNGDVLSRVTNDVDMIGQ 160
NTDB id 370 SMU RS04260 WP 002263294.1 KIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQ 137
consensus !!! !! !*! !!*!! * ! !** !* !* ! !!! ! !! **!!!!!!!***!! !!!!!!!!!** !
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NTDB id 1051329 ACE1N7 RS09870 WP 374966944.1 SLNQSIGSLVSAAVMFFGSLIMMFYINVTMALSAIAATFIGFVFMTFIISKSRKYFVRQQQDLGRINGHIEEIYSGHSVM 240
NTDB id 370 SMU RS04260 WP 002263294.1 SFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVV 217
consensus ! !!!* !*! ! ** !!* !! ! *! *!! ! !!! ! !* !! * ! *!! !* * !**!!*!!!! !*
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NTDB id 1051329 ACE1N7 RS09870 WP 374966944.1 KVYNGENVAKQEFNEINESLFNSAWRAQFMSGMMMPLMIFIGNLGYVVVCVVGAALTMKGSITFGVIVSFMVYIRLFTQP 320
NTDB id 370 SMU RS04260 WP 002263294.1 SSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQP 297
consensus !!* * ! ! *!* !! ! !* !! !!*!!!!! !!!! !!!*!!*!!! * * ! !! ! !! !! !*!*!!!!
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NTDB id 1051329 ACE1N7 RS09870 WP 374966944.1 LSQLAQAATSLQSTAAASERVFEFLQEEELKDESDKEATLDAKDVKGNVKFENVKFGYTKEKLIIKDFSAQIKAGQKVAI 400
NTDB id 370 SMU RS04260 WP 002263294.1 IAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQL..EKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAI 375
consensus * !*!!* ! !!! !! !!!!!! !!!* !! *! !** ! !!! !*!! !!!***! !!*!!!!* !!!!!*!!
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NTDB id 1051329 ACE1N7 RS09870 WP 374966944.1 VGPTGAGKTTLVNLLMRFYEIDSGEIMIEDVPTKSITRKNVHDLFCMVLQDTWLFEGTIKENIIYNKEHVTDEEVVAACR 480
NTDB id 370 SMU RS04260 WP 002263294.1 VGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAK 455
consensus !!!!!!!!!!*!!!!!!!!!*! ! ! !* !* * *!!! !!! !*!!!!!!!!!!!!*!!!*!!! !*!!! !*!!**

logo AVGLVDHHF IKTLPKGYDTVLDNDNSTVSTLSVGQKQL ILTIARALML
VKDKAPLL I LDEATSSVDTRTEAEL IQKRAMDHKLMEVGRTSFVIA

NTDB id 1051329 ACE1N7 RS09870 WP 374966944.1 AVGLDHFIKTLPKGYDTVLNDNTSLSVGQKQLITIARAMVKKAPLLILDEATSSVDTRTEALIQKAMDKLMVGRTSFVIA 560
NTDB id 370 SMU RS04260 WP 002263294.1 AVGVHHFIKTLPKGYDTVLDDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIA 535
consensus !!!**!!!!!!!!!!!!!! ! *!!!!!!!!*!!!!!**! !!!!!!!!!!!!!!!!!! !!!*!!!*!! !!!!!!!!



logo HRLSTIKRNADL I LVMKRDGDNI I EQSGNSHDEEQL IMAEKNGFYADLYNSQFETDEAESVA
NTDB id 1051329 ACE1N7 RS09870 WP 374966944.1 HRLSTIKNADLILVMKDGDIIESGNHEELIAEKGFYADLYNSQFEDAS. 608
NTDB id 370 SMU RS04260 WP 002263294.1 HRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
consensus !!!!!!*!!!!!!!!*!! !!! ! !* !*!! !!!!!!!!!!! * *
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