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NTDB id 1051073 ACEWX4 RS13065 WP 374855064.1 ..MKLRKI.......QISVLSAALTALMCTSVVQASDLQIYAMPTAGQKTIVMMVDVSGSMAWNMAGNTTNNTSQQRITQ 71
NTDB id 1063 ABD1 RS15730 WP 000768961.1 MKLKLKNFKPNNLWYAVCSSSMIFTWLMTSSVVQASDLQIYASPTAGKKTIVMMLDTSGSMTSNSY.......GENRLAM 73
consensus ***!!* ******* ** ! ! !!**!!!!!!!!!!!! !!!! !!!!!!*! !!!! ! ******* *!*

logo LKNGI
M
N
RAFVLANSDNDNPKVLENDNTVRVMVGLGKNFPSARADGSDGSTKRESGQVI LVAPAAKPLGADAPASRTLNGNQTMPEGSASQRQYAKLKRQWAVDVANQSLTAI

SGGYTPSTASHAG
NTDB id 1051073 ACEWX4 RS13065 WP 374855064.1 LKNGIRAVLNSDDPKLENVVMGLGKFPRASGTKEGVILVPAAKLGAPARNGQPESAQRQALRWAVDNQLTAIGGTPTSHG 151
NTDB id 1063 ABD1 RS15730 WP 000768961.1 LKNGMNAFLASNNPVLNDTRVGLGNFSADGDSRSGQILVAAAPLGDASTLNTMG.SQRYKLKQA.VASLTASGYTPSAHA 151
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NTDB id 1051073 ACEWX4 RS13065 WP 374855064.1 YTEAASYLMGTRTNSYIEEQQADVYRENLQRT.GNSFNRKYYECTSYSSNISRIGSYYYQECLNFSSITA....TAFEGK 226
NTDB id 1063 ABD1 RS15730 WP 000768961.1 YAEAAAYLMGTTTLKNINLVDAPIYFSYVTYDRRGRVITNYHACTEWNTEGTICNSWDSSSLSNPPVISGLQQASCTANI 231
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NTDB id 1051073 ACEWX4 RS13065 WP 374855064.1 SYDFYTNQSNPRSYFIKTNIKTLIKVEKNQSNTSGFSNSVLDSKTTTNEIEHYKSPLP..TNKVSCDGQGVYVLSDGEPN 304
NTDB id 1063 ABD1 RS15730 WP 000768961.1 GWQLLS.....GTCYKKTGLIT......INNLDSGFNKSISGSKNTD..QSQYNSPLPAVANRQSCDGQGIYFLSDGEPN 298
consensus * ****** *** !! * !****** * !!! !* !! ! ** *! !!!!** !* !!!!!!*! !!!!!!!

logo

D
K
S
T
S
TDATARASAQSTI

QMI
S
N
TALGSSPTVLNPFPDGATDNFNSCDSGVGNASNLTNPLSTGNGTNTASDGGSAGWAKCMGEFAKRLFYDSGKTAKNPAGVKS IVQTAFVGFYGSNS

NTDB id 1051073 ACEWX4 RS13065 WP 374855064.1 DSSDAAAQTQMINALSSPVLNPPDTNFSCDVNASNLTNPLTGGNSGGAWKCMGEFAKRLYSG.ANPAGVKVQTAFVGYSN 383
NTDB id 1063 ABD1 RS15730 WP 000768961.1 KTTDTRSASIMSTALGST....FGADFNCSGG.......LSNTTADSGWACMGEFAKRLFDKTKNPAGVSIQTAFVGFGS 367
consensus **! * ! !! !****** ! ! *******!* *! !!!!!!!!!* * !!!!! *!!!!!!*

logo

D
SFNSNSLSNSDSDVKRNACKRLGSSNRLTKQFGDARCGSYYQAGDDGLCTLSNPNPNQATTNRAR I

N
P
T
A
E
P
SGYGNGGFFYSTATQTSANQDGVTDQSVI

L
A
NF IDNNLDGKTDVPLESP

NTDB id 1051073 ACEWX4 RS13065 WP 374855064.1 SFNNLSNDDVRNACKLGSNLKGDACSYYQADGLTLNPNATRRNPESGYGNGGFYTATSANDVTQSVLNFIDNLGTDPLSP 463
NTDB id 1063 ABD1 RS15730 WP 000768961.1 DFSSLSSSDVKNACRLSSRTQFDRG....GDDLCSPNQTTNAITAPGYGNGGFFSTQSAQGVTDSVIAFINNLDKVPLEP 443
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NTDB id 1051073 ACEWX4 RS13065 WP 374855064.1 LPTGALSVPIDALNPNGLQNVGYLRMLEPNPAQPSLLTWAGNLKKYTMKDGV......LVDRNINIFDAIGNFATNTKNL 537
NTDB id 1063 ABD1 RS15730 WP 000768961.1 LTTGAISVPYDALNPKNLQEYGYLRAFEPNPAN.TYLTWRGNLKKYHVVLSGTNAGAFEANTGGLVYNATGAFRTGTKDY 522
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NTDB id 1051073 ACEWX4 RS13065 WP 374855064.1 WGSLLQNDGGLIQVGGTYEMLPMPTETKQS.................TLRNLVTDVKDVNGNILVPLETRDETTGTVTPT 600
NTDB id 1063 ABD1 RS15730 WP 000768961.1 WNSSTYNDGGKVFFGGSYAKVPLPIAGQNETRDAEGNITKYYYAVQSKIRNLFTDVSAVAADGSLTK.......ISTSGT 595
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NTDB id 1051073 ACEWX4 RS13065 WP 374855064.1 PLLRVPNLD........T.GISKNTVL...NQFRSQSVLSQFPVSVRLKLLNYLGFKVDTALEELPENDEVSYEGSPYIS 668
NTDB id 1063 ABD1 RS15730 WP 000768961.1 NLLKIPAAPPEGTNPFDTVANTASYVLGKFDPSTGQNILKAFPISLKLKILNYLGYSTDISATTLPSS..LVTSNEPYLS 673
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NTDB id 1051073 ACEWX4 RS13065 WP 374855064.1 MGGIIHSFPVQMTYSGVISSSGELLTQDIPLDDGNFVRARQQSVLYGSMEGGLHIVDSLTGEEQMVFVPAEILNNEIASN 748
NTDB id 1063 ABD1 RS15730 WP 000768961.1 MGGSIHSLPVQLTYNGTLDD............NGNLTSAREQSILYGTMEGGLHIVDASSGIEQMVFVPADILNDSVASK 741
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NTDB id 1051073 ACEWX4 RS13065 WP 374855064.1 ALVQKGSGTPAPAHGVDAPWVVDATYRTS....GTHPNAQVVATKMNVYGGLRMGGNSFYALDVLNPKKPKLKFRIGPDL 824
NTDB id 1063 ABD1 RS15730 WP 000768961.1 ALVVGQSDASAPAHGMDGAWVSDPAYNITTVGSGSSAVSKVTAKQMNIYGGMRMGGSSYYGLDVLSPTSPKLLFRIGADQ 821
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NTDB id 1051073 ACEWX4 RS13065 WP 374855064.1 SDFSRMGQSWSKPTLINLRINGKPKRAMVVGGGYDMCYENPRFTLASAATENDTDNCSTKTRAKGNAIYVVDADTGERLF 904
NTDB id 1063 ABD1 RS15730 WP 000768961.1 TDYSRMGQSWSKPVLANIRYNGSIRRVLIVGGGYDQCYEKPNITLT........DACFTNGKAKGNAVYIIDAKTGQRLW 893
consensus *!*!!!!!!!!!! ! !*! !! **! **!!!!!! !!! ! !! ********! ! ! *!!!!!*!**!! !! !!*

logo WATSDNNTDGSDNATDNATHNMKHS IVSR I
VSATLDRDAGDGFLEVDHLYFGDLGGQI FR I

VDLDNNNYHQETKATGNSTYESSFGVRTVTVRLANLATNDTDSGT
NTDB id 1051073 ACEWX4 RS13065 WP 374855064.1 WASNNDSDADNTHMKHSIVSRVSALDRDGDGFEDHLYFGDLGGQIFRIDLDNYHEKAG...ESFGVRTTRLANLATNTDG 981
NTDB id 1063 ABD1 RS15730 WP 000768961.1 WTSDTGSNTDNANMKHSIVSRISTLDRDADGLVDHLYFGDLGGQIFRVDLNNNQTKTNSTYSSFGVRVVRLANLATNDST 973
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NTDB id 1051073 ACEWX4 RS13065 WP 374855064.1 ....TSITNGDNPRFYEPVTLTIHDEQGSTSSKTFIVVGAASGDRSTPLDVAPTEGRDGLSPNIALSGRPVNKVYGIFDL 1057
NTDB id 1063 ABD1 RS15730 WP 000768961.1 YDGTNDYTGGNAPRFYEPPTVTIHDYG....IHTFITVGIASGDRSTPLDVYPLTGREGMTPTSALSGRPVNNVYGIIDR 1049
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NTDB id 1051073 ACEWX4 RS13065 WP 374855064.1 DFINDSLITNRELTTDYTATTSEEDVPLSNRLLTRELTLKDLLSNPQVALTETNTAYSQYF.NETAPKFGWYRSLSWSWD 1136
NTDB id 1063 ABD1 RS15730 WP 000768961.1 DFVKKNLMSLTDN.................QLETKDITRTGLRKNPQILRTGETRVAQIFFPTTGVGKGGWYRSLSS... 1109
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NTDB id 1051073 ACEWX4 RS13065 WP 374855064.1 TTANGAELANGTFRKPGGLKAFEEPLAIGNNLFIPVYDPEGTGITPQDPCLPRVVGETDRQQYCLPFGVCVTDTGAIDIM 1216
NTDB id 1063 ABD1 RS15730 WP 000768961.1 .TSDGTEKANNSFRIKGGLKAFEEPMAITGNLIIPVYDPQGTGIVAADPCLPRVVGETDRQTYCLPFGACLNSDGSIDQN 1188
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NTDB id 1051073 ACEWX4 RS13065 WP 374855064.1 REKKTGFRVERD.....GAGWKNANVIGKGIQGIALANN.GGTTGNNSCGNFTLASNTSGIGNWQCTRKLNPTRWFEKR. 1289
NTDB id 1063 ABD1 RS15730 WP 000768961.1 KENHSGFETQTGTNCPVGASECNKNVIGSGIRSVTFVPTEDNPPMTNSCGKLKLSGNEQGTGQWQCTSHLVPTRWYERYR 1268
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