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NTDB id 1186 GTF74 RS01320 WP 000788426.1 ..MKNGLKT..YVAQTWLTLWVGLALCASSMVFSAESATANQLENIDFRVNKEKAAVLIVELASPSAVVDVQKVQEGLSI 76
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 ELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYTLKGKYLEVVISKLK...ADEKPKPKSVLE 153
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYTLKGKYLEVVISKLK...ADEKPKPKSVLE 153
NTDB id 1408 DSB67 RS13980 WP 010643500.1 DLLNTSVKDDQLYLLDVKDFSTVVESVEVFRDTSTTRLVAYIDEDYSHDYRLTGRYLEVKVGKLK...ANEKAPDKSILD 154
NTDB id 1381 A4U84 RS02010 WP 021113424.1 .....................................................MRYLFLLFFATF.....P........V 14
NTDB id 1051034 O1Q80 RS09685 WP 386694756.1 ........................................MNTLIYLLKFSLKCGLVWAIFFTSS...YAE........Q 29
NTDB id 1347 HI 0435 AAC22094.1 ..............................................MKKYFLKCGYFLVCFCLPLIVFANP........K 26
NTDB id 1373 NTHI RS02645 WP 011272046.1 ..............................................MKKYFLKCGYFLVCFCLPLIVFANP........K 26
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 KEGKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELD 233
NTDB id 1175 A1552VC RS12105 WP 000788426.1 KEGKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELD 233
NTDB id 1408 DSB67 RS13980 WP 010643500.1 KEGKLISINFQDIPVRNVLQLIADYNQFNLVVSDSVEGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILVAPKDELD 234
NTDB id 1381 A4U84 RS02010 WP 021113424.1 LANQQISLSIRNAPTAEIISYLAEETGKNITISDEIKDTKNFRVEKSHFDEILNSLIKTHQLNLKKENGIYYIHQAQEHK 94
NTDB id 1051034 O1Q80 RS09685 WP 386694756.1 PADLTFSIRLKQAPLVATLQQLALEQNANLIINDELTGTLSLQLENTTLDQLFHSVAKIKNLSLIKEKGIYYLNQENMPT 109
NTDB id 1347 HI 0435 AAC22094.1 TDNERFFIRLSQAPLAQTLEQLAFQQDVNLVIGDILENKISLKLNNIDMPRLLQIIAKSKHLTLNKDDGIYYLNGSQSGK 106
NTDB id 1373 NTHI RS02645 WP 011272046.1 TDNECFFIRLSQAPLAQTLEQLAFQQDVNLVMGERLEGNISLKLNNIDMPRLLKIIAKSKHLTLNKDDGVYYLNGSQSGK 106
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 LREKQALE..KARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREII 311
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LREKQALE..KARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREII 311
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LREKQQLE..KQKLEKEIGELSSEIIKVNFAKASDIAEMINGEGNISMLSDRGSMTIDERTNSLLIRELPENIEVIREII 312
NTDB id 1381 A4U84 RS02010 WP 021113424.1 QHTTAQLV.......NALPKLITKTIKLHYSKASEVIESLT.KGQGNLLSESGYLHFDDRSNSIIVKDSAASVKNFTQLI 166
NTDB id 1051034 O1Q80 RS09685 WP 386694756.1 NDGTGDFPAISDISAPIIEPLHTVTLKLHFAKASEVMKSLT.TGNGSLLSGEGSISFDDRSNLLIVKDNAQSIKNIRKLV 188
NTDB id 1347 HI 0435 AAC22094.1 GQVAGNLTT....N...EPHLVSHTVKLHFAKASELMKSLT.TGSGSLLSPAGSITFDDRSNLLVIQDEPRSVQNIKKLI 178
NTDB id 1373 NTHI RS02645 WP 011272046.1 GQVAGNLTT....N...EPHLVSHTVKLHFAKASELMKSLT.TGSGSLLSSAGSITFDDRSNLLVIQDEPRFVQNIKKLI 178
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 ESLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNGS.HSVGGSIESNLWQKGLLAD........DEFPVDEFLNVNL 382
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ESLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNGS.HSVGGSIESNLWQKGLLAD........DEFPVDEFLNVNL 382
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ESLDIPVKQVQIEARIVTINEGNMDELGVRWGFTSINGS.HTVGGSIENNLATIGLYDGGGEGDDGGSSVGIDDFLNVNL 391
NTDB id 1381 A4U84 RS02010 WP 021113424.1 ESLDKPTEQIAIEARIVTISSEHLQQLGVRWGLFSPNENHYKLAGNLEGN.................GLTT..NNLNVNF 227
NTDB id 1051034 O1Q80 RS09685 WP 386694756.1 KELDKPIEQIAIEARIVTITDESLQELGVRWGLFDPTSSSHKVAGSLAAN.................GFSNIADNLNVNF 251
NTDB id 1347 HI 0435 AAC22094.1 AEMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSLTGN.................SFENIADNLNVNF 241
NTDB id 1373 NTHI RS02645 WP 011272046.1 AEMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSLTGN.................SFENIADNLNVNF 241
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 ASTSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESS.SSGASTVAFKKAV 461
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ASTSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESS.SSGASTVAFKKAV 461
NTDB id 1408 DSB67 RS13980 WP 010643500.1 AATSPNATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESS.SSGATSVTFKKAV 470
NTDB id 1381 A4U84 RS02010 WP 021113424.1 P..VNPSASVALQIAAIN.SRVLDLELTALESENNIEIIASPRLLTTDKKTASIKQGTEIPYAMYSKKEEITDIEFREAV 304
NTDB id 1051034 O1Q80 RS09685 WP 386694756.1 GAVNTPAGSLALQVAKIN.GRLLDLELTALERENNVKIIASPKLLTTNKKSASIKQGTEIPYVSTNEKSGSQNVEFREAV 330
NTDB id 1347 HI 0435 AAC22094.1 ATTTTPAGSIALQVAKIN.GRLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAV 320
NTDB id 1373 NTHI RS02645 WP 011272046.1 ATTTTPAGSIALQVAKIN.GRLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAV 320
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 LSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDL 541
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDL 541
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LSLKVTPQITPDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDL 550
NTDB id 1381 A4U84 RS02010 WP 021113424.1 LGLEVTPHISKQNQILLDLAISQNSPNNQIN...NTMVTIDKQEIKTQVLAKHGETIVLGGIFQHLIAKGEDKVPLLGSI 381
NTDB id 1051034 O1Q80 RS09685 WP 386694756.1 LGLEVTPHISQDNAILLDLIVSQNSPGAAVQSGEGEVITIDKQEINTQVFAKDGETIVLGGVFQDTLSKGVDKVPVLGDI 410
NTDB id 1347 HI 0435 AAC22094.1 LGLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGDI 400
NTDB id 1373 NTHI RS02645 WP 011272046.1 LGLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGDI 400
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 PVLGALFRRTYEQMGKSELLIFVTPKVVIQ.......................... 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 PVLGALFRRTYEQMGKSELLIFVTPKVVIQ.......................... 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 PLLGALFRRSYENVGKSELLIFVTPKVVIQ.......................... 580
NTDB id 1381 A4U84 RS02010 WP 021113424.1 PVIKRLFSQSQDKISKRELVIFVTPYIVKSEKIGAEKQK................. 420
NTDB id 1051034 O1Q80 RS09685 WP 386694756.1 PVVKHLFRKQNDKHQKRELVIFVTPHILKQGQSIQDFEKSRQKDNKIVESRGKLIE 466
NTDB id 1347 HI 0435 AAC22094.1 PVIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSEGKK........... 445
NTDB id 1373 NTHI RS02645 WP 011272046.1 PVIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSAGKK........... 445
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