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NTDB id 613 LCA RS05340 WP 231952379.1 MMWQDYWQRYRRFWWVPCLVLLGIIAGGFYWHQSQQKQKVTQNE....QLLATS..ASKTKPATKKTHQAATKKKGGFVD 74
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ..MESIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPHTPVKETNLQAEVVAI.SKDSSTEKDVKKEEKEEPVEQDLITVD 77
NTDB id 493 SM12261 RS04300 WP 000387351.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVVAV.SKDSVSEKEVKKEEKEEPLEQDLITVD 77
NTDB id 153 SP RS04730 WP 000387344.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAV.SKDSSTEKEVKKEEKEEPLEQDLITVD 77
NTDB id 263 KZH43 RS04195 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAV.SKDLVSEKEVNKEEKEEPLEQDLITVD 77
NTDB id 222 SPD RS04535 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAV.SKDLVSEKEVNKEEKEEPLEQDLITVD 77
NTDB id 188 SPR RS04295 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAV.SKDLVSEKEVNKEEKEEPLEQDLITVD 77
NTDB id 1050471 ACEY2B RS03045 WP 015426939.1 ..MDKILEKVKEYWKMIVLIVCGLIAGGIFYVLTNGQKPTTNLSV..EKLSSVSRQSSV...SKFSEP.NEKSVSKIMVD 72
NTDB id 595 KW2 RS08725 WP 021037687.1 ..MEKILDKLKEYWKIMLLVVCALIAGGIFYIFTNSPKPAETLSV..ENLSSSSTKSSV...SKFNSSSSEKNKNEIMVD 73
consensus ************************!!************************ !************************!!

logo

I
L
VKGAVVAKYKSPNGVIYPQDI

L
T
S
P
S
V
S
D
G
ETE
SRLVFVNEDVLALIVRKQENQKAGGPFLTDEAQADTQSKRS ILNLSAAQKLVTKSDQELEAI

V
L
I
VYI

VPKTI
V
KGENSVEVSATASVDTSEQEHNSQALTI

D
G
P
Q
L
S
APQQIATTSERTQ

NTDB id 613 LCA RS05340 WP 231952379.1 IKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQIATTSERTQ 154
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NTDB id 188 SPR RS04295 WP 000387330.1 VKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGL............. 143
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NTDB id 613 LCA RS05340 WP 231952379.1 EQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTFEQLQSQICV 234
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ..GAPSS......TSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTV 215
NTDB id 493 SM12261 RS04300 WP 000387351.1 ..GTASS......TSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTV 215
NTDB id 153 SP RS04730 WP 000387344.1 ..GTASS......TSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTV 215
NTDB id 263 KZH43 RS04195 WP 000387330.1 ..GTASS......ISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTV 215
NTDB id 222 SPD RS04535 WP 000387330.1 ..GTASS......ISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTV 215
NTDB id 188 SPR RS04295 WP 000387330.1 ..GTASS......ISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTV 215
NTDB id 1050471 ACEY2B RS03045 WP 015426939.1 ..SANSVTS.QV.STTTEKININQADLTELQKLTGVGQKKAQDIIDFRTKNGDFKSLEDLGKVSGFGDKTLEKLKDELCF 214
NTDB id 595 KW2 RS08725 WP 021037687.1 ..PTGSSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLEKLKDEISI 217
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