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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 1050231 ACETK7 RS24415 WP 214377860.1 MRTGMMALALGLLALRFLPVLPPVWLWLVLPVMGLMALPFRT............YPLAFFLFGFSWAGANAQWALDDRLS 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPFRW............RPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 1050231 ACETK7 RS24415 WP 214377860.1 ANLDGETRWVEGRVTGLPQNNDGVVRFELTDAR.SRQAKVPSLMRLAWYDG....................PPVNSGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYGG....................PEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 1050231 ACETK7 RS24415 WP 214377860.1 RLAVKLKRPAGLLNPHAFDYDAWLLAQRIGATGTVKDGQRLAEA..............RWAWRDGIRQRLQAVDAQ.GRT 192
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAH.GRA 194
consensus *!***!!!! ***!! *!!*****!! ***!*!*** ! !***! *!!***!**!***** ***

logo

P
G
V
A
L
I
A
T
VALVLVGDQGASGI

L
A
S
Q
R
T

E
ADWEQRRVFLRQRDTGI

T
S
VHLLMVSVI SGLQHI

V
T
G
L
M
I
LAGVLFLVGYLAVL IVWALMALWRRSFLGLARYWLGI

M
R

T
W
PLPLNQRMLPAWQLRPAWGAACVGAL

NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 1050231 ACETK7 RS24415 WP 214377860.1 GALTALVLGDGAGLSREDWQVLQDTGTVHLLVISGQHVGLLAGVVYLLIA.......GLARYGMW..PNRLPWLPWACGL 263
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVL.......LLARWGIW..PQRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 1050231 ACETK7 RS24415 WP 214377860.1 AFAAALGYGLLAGFEVPVRRACVMIGLVLLWRLRFRHLGAWWPLLLALNAVLLLDPLASLQPGFWLSFAAVAVLIFTFGG 343
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 1050231 ACETK7 RS24415 WP 214377860.1 .......RLG.......PWRWWQTWTRAQWLIAIGLGPLLLVLGLPISLSGPVANLLAVPWISLLVLPPALLGTLLLPLP 409
NTDB id 1199 PSJM300 12650 AFN78592.1 .......RLG.......VPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASF.AWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAP 558
NTDB id 1050231 ACETK7 RS24415 WP 214377860.1 YVGEGLLWLAGGLIDWLFKGL.GLMAGQLPAWVPVAIPLCTWALGTLGAFLLLMPRGVP...LRPLGWPLLLLLVFPPRP 485
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELL.ALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDS 487
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NTDB id 1426 RS RS05575 WP 011001070.1 APPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVM 638
NTDB id 1050231 ACETK7 RS24415 WP 214377860.1 LLPEGIAEVWQLDVGQGLAILVRTRHHTLLYDAGPRFGDF.DLGERVVLPTLRKLGVGGLDLMLLSHADADHAGGARAVA 564
NTDB id 1199 PSJM300 12650 AFN78592.1 RPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQ 566
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NTDB id 1426 RS RS05575 WP 011001070.1 AGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAML 718
NTDB id 1050231 ACETK7 RS24415 WP 214377860.1 HGLPVTRVLSGDPEAL.......PVELHAEACESGRQWTWDDVRFQLWQWP......SASDSNQKSCVLQIEANGERLLL 631
NTDB id 1199 PSJM300 12650 AFN78592.1 RAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLL 633
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NTDB id 1426 RS RS05575 WP 011001070.1 AGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLR 798
NTDB id 1050231 ACETK7 RS24415 WP 214377860.1 TGDIDSAAERALLD..SPLAVPTDWLQAPHHGSRSSSSMALLAALQPKAVLISRGNGNSFGHPHPTVMARYIKRGMAIHD 709
NTDB id 1199 PSJM300 12650 AFN78592.1 TGDIDAQAERALVD..GGMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHD 711
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NTDB id 1426 RS RS05575 WP 011001070.1 TDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 1050231 ACETK7 RS24415 WP 214377860.1 SVEQGAIRLQLGR..FKPASTMRQERRFWRSMP................ 740
NTDB id 1199 PSJM300 12650 AFN78592.1 TAEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
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