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NTDB id 1038 H0N27 RS01510 WP 000993725.1 .....MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNEGA........VPTKL. 66
NTDB id 1192 PAKAF RS23870 WP 024947914.1 .....MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSVKSGTGTEDATKK 75
NTDB id 1292 VP RS12235 WP 005479693.1 MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQE.......NGIAAA.AT 72
NTDB id 1050037 AKG93 RS13875 WP 009698754.1 MKTNKQKKQQGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSEAAAGLATLRSLTTNIDTFIAD.......TGTFPADAD 73
NTDB id 1184 GTF74 RS02335 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIAT.......EGSFPATTA 73
NTDB id 1167 A1552VC RS11065 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIAT.......EGSFPATTA 73
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIAT.......EGSFPATTA 73
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DGKYI SV IDSAAFPAFPTDTAESTGGDASGLASTGPAGDKTALIKTCLFYTLFKTDMGADNTGAGSVASVAGLPAKNISADKTSDTGSGTKVI I LTVQETLAFLTKRTADTRSADTAATDNTGAGLWKSTCLTVSHPSTSDTAQTVDGPTEPTSAQEVFI ILTALVPDK

NTDB id 1038 H0N27 RS01510 WP 000993725.1 .SDVGFTAATSSVCAT.......YSIDAFTETDGAGKITCTLKGN...PKIATKI.VELTRSTDGAWTCVSDVPTEFLPK 134
NTDB id 1192 PAKAF RS23870 WP 024947914.1 EVPLGVAADANKLGTIALKPD.......PA..DGTADITLTFTMGGAGPKNKGKIITLTRTAADGLWKCTSDQDEQFIPK 146
NTDB id 1292 VP RS12235 WP 005479693.1 LAQLGVDVAANDLGAIDSALA...........GGSPTLTFTFDADSS...IDGGI.LTFTRDAATGWSCLPTA.PAIAVD 136
NTDB id 1050037 AKG93 RS13875 WP 009698754.1 APTLGAAVDMNKLGTI..........SFADSGASGATATFTFDGTASALASTDTV.VLAKDATTGLWTCSHSTG..VTLK 140
NTDB id 1184 GTF74 RS02335 WP 000649326.1 GTAA....GFTRLGTVEDMGDGKIVIAPTASGALGGTIKYTFDAGVV...SSSKI.QL.ARDANGLWTCSTTVTSEIAPK 144
NTDB id 1167 A1552VC RS11065 WP 000649326.1 GTAA....GFTRLGTVEDMGDGKIVIAPTASGALGGTIKYTFDAGVV...SSSKI.QL.ARDANGLWTCSTTVTSEIAPK 144
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 GTAA....GFTRLGTVEDMGDGKIVIAPTASGALGGTIKYTFDAGVV...SSSKI.QL.ARDANGLWTCSTTVTSEIAPK 144
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logo GCSTKAGTAPTTI ENGAITSL

NTDB id 1038 H0N27 RS01510 WP 000993725.1 GCTAGTPTEGAITSL 149
NTDB id 1192 PAKAF RS23870 WP 024947914.1 GCSK........... 150
NTDB id 1292 VP RS12235 WP 005479693.1 GCS............ 139
NTDB id 1050037 AKG93 RS13875 WP 009698754.1 GC............. 142
NTDB id 1184 GTF74 RS02335 WP 000649326.1 GCTAGATIN...... 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 GCTAGATIN...... 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 GCTAGATIN...... 153
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