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NTDB id 188 SPR RS04295 WP 000387330.1 .......MEAIIEKIKEYKIIVI.CTGLGLLVGGFFLLKPAPQTPVKETNLQAE...VAAVSKDLVSEKEVNKEEKEEPLEQDLI 74
NTDB id 222 SPD RS04535 WP 000387330.1 .......MEAIIEKIKEYKIIVI.CTGLGLLVGGFFLLKPAPQTPVKETNLQAE...VAAVSKDLVSEKEVNKEEKEEPLEQDLI 74
NTDB id 263 KZH43 RS04195 WP 000387330.1 .......MEAIIEKIKEYKIIVI.CTGLGLLVGGFFLLKPAPQTPVKETNLQAE...VAAVSKDLVSEKEVNKEEKEEPLEQDLI 74
NTDB id 105 BSU 25590 NP 390437.1 ...........MNWLNQHKKAIILAASAAVFTAIMIFLATG....KNKE....PVKQAVPT....ETENTVVKQEANNDESNETI 62
NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDNALKQSTSENSSLSKVEDVQVKDGDNSKNKGPV 85
NTDB id 20 SA RS08005 WP 001802022.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDTALKQSTSENNSLSKLEDVQVKDGDNSKNKGPV 85
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KLVQTSMDGKQETAKVMLLIVFYLIVFPKHTKGQEKETNAAVVESPQQGITEGGVLNGSTAVQHSFVSADKGLNTGANI FGTSLNKFGNEAGTKALKVN
NTDB id 188 SPR RS04295 WP 000387330.1 TVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLGTASS...ISKEKKVN 156
NTDB id 222 SPD RS04535 WP 000387330.1 TVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLGTASS...ISKEKKVN 156
NTDB id 263 KZH43 RS04195 WP 000387330.1 TVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLGTASS...ISKEKKVN 156
NTDB id 105 BSU 25590 NP 390437.1 VIDIKGAVQHPGVYEMRTGDRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQGGGGSVQSDG..GKGALVN 145
NTDB id 36 MW RS08230 WP 001793467.1 YVDVKGAVKHPNVYKMTSKDRVVDLLDKAQ.LLEDADVSQINLSEKLTDQKMIFIPHKGQKNVEPQIGVNSVHVKNGNTNNTKVN 169
NTDB id 20 SA RS08005 WP 001802022.1 YVDVKGAVKHPNVYKMTSKDRVVDLLDKAQ.LLDDADVSRINLSEKLTDQKMIFIPHKGQKNVEPQIEVNSVHVKNGNTNNTKVN 169
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NTDB id 188 SPR RS04295 WP 000387330.1 LNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 LNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 LNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 105 BSU 25590 NP 390437.1 INTATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKSFEKIKSSITVK 205
NTDB id 36 MW RS08230 WP 001793467.1 LNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI. 228
NTDB id 20 SA RS08005 WP 001802022.1 LNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI. 228
NTDB id 1242 Cj0011c YP 002343483.1 INTATLKELKSLNGIGEAKAKAILEYRKE.ANFTSIDDLKKVKGIGDKLFEKIKNDITIE 79
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