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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1049894 ACEVB2 RS02775 WP 108575003.1 ..MAGVNRVIILGNLGNDPDIRTMPNGDAVAKISVATSESWIDKNTGERKIQTEWHSIVFYRRQAEICEQYLKKGSKVYV 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYDEGYGQ..SQEAYQRPAQQSRQ............ 138
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYEEGYGQ..SQEAYQRPAQQSRQ............ 138
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMP.AQGGMNVPAQQGSWGQPQQPAKQ............ 147
NTDB id 1049894 ACEVB2 RS02775 WP 108575003.1 EGKIQTRKWQDQNGQERYLTEIIGN....SLQMLDSRQDSQAQA.NA.............QAPQ...............N 125
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDFG.GN.......QGSGWNQAPAQTNYNQGGYSDNYAQN 146
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NTDB id 1131 NGFG RS05740 WP 003695064.1 ....PAPDAPSHPQEAPAAPRRQPVPAAAPVEDID.DDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 ....PASDAPSHPQEAPAAPRRQPVPAAAPVEDID.DDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ....HQPMQQSAPQQY.....SQPQYNEPPMD.FD.DDIPF 177
NTDB id 1049894 ACEVB2 RS02775 WP 108575003.1 NAYANAKAGKPVPQQ...............VDNFEEDSIPF 151
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNFNGGNATRPQPAQK.....PAA.QAEPPMDNFD.DDIPF 180
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