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NTDB id 1257 GCO85 RS04855 WP 163621000.1 ........MRK........IIAILILISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLV 64
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ........MRK........IIAILILISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLV 64
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ........MKQIIRQFSIGTVAYAIMQ..VA....SAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLI 65
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ........MNHVFRQFSMGAVAIAIMQ..AA....SAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLI 65
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ........MNHVFRQFSMGAVAIAIMQ..AA....SAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLI 65
NTDB id 1049885 ACEUIV RS19230 WP 022995173.1 MKICNAIKNRFAPRRWGIRVLALLACCTASL....ASAATITALDANMLPGDGMEVRVRFDGAAP.EVKGYSIERPARIA 75
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ........MNSGLSRLGIA...LLAAMFAPA....LLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIA 64
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 LDFISTDMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSK....... 137
NTDB id 1284 ACE17W RS12370 WP 010946666.1 LDFISTDMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSK....... 137
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LDFDKAGQKLAK..SLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTATPV......... 134
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LDFDKAQQGLKQ..SKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNKPL......... 134
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LDFDKAQQGLKQ..SKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNKPL......... 134
NTDB id 1049885 ACEUIV RS19230 WP 022995173.1 LDLVGADSALKT..RQHNLGTGNARSVTVVEAKNRTRLIFNLDQLTGYSTEVEGQELVVVLGRDRAPAGDPARAD..... 148
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LDLPGVQNKLGT..KNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASP 142
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 ......EVFITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHS 211
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ......EVFITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHS 211
NTDB id 1009 ACIAD RS15175 WP 004923730.1 .A.....TSAPA....PQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFAT 204
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .P.....VVS.A....QPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFAT 203
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .P.....VVS.A....QPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFAT 203
NTDB id 1049885 ACEUIV RS19230 WP 022995173.1 ......QEAAAAPPRGVQESIRNIDFRRGSDGEGRVVVTLSKPSIPVDVKEEGGRIQARFVGAGVGNELVRRLDVTDFAT 222
NTDB id 1193 PAKAF RS26665 WP 003161249.1 APASYAQPIKPKPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFAT 222
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VRASRVLQL ILAD
NTDB id 1257 GCO85 RS04855 WP 163621000.1 PVQIITMQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLAD 291
NTDB id 1284 ACE17W RS12370 WP 010946666.1 PVQIITMQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLAD 291
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PVASIDSYNDGSNGVISIQSTGSYEYMAYQAENKLTISLKRPQDNV.RLNSKNNQNYTGKKISLDFQDIEVRRVLQLLAD 283
NTDB id 1052 ABD1 RS15850 WP 001017033.1 PVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLAD 282
NTDB id 1039 H0N27 RS01460 WP 031993779.1 PVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLAD 282
NTDB id 1049885 ACEUIV RS19230 WP 022995173.1 PVQYVETRSDDGSTVITIEPTGTWEYLAYQADNEFSINIKPLTRGEAERKKRESFKYTGEKLSLNFQDIEVRSVLQLIAD 302
NTDB id 1193 PAKAF RS26665 WP 003161249.1 PVQFVNASAQSDRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIAD 302
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 FTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLI 371
NTDB id 1284 ACE17W RS12370 WP 010946666.1 FTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLI 371
NTDB id 1009 ACIAD RS15175 WP 004923730.1 FTNINMVTADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYI 363
NTDB id 1052 ABD1 RS15850 WP 001017033.1 FTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYI 362
NTDB id 1039 H0N27 RS01460 WP 031993779.1 FTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYI 362
NTDB id 1049885 ACEUIV RS19230 WP 022995173.1 FTELNLVASDTVTGKITLRLQSVPWDQALDLILKTKGLDKRKVGNVLLVAPADEIAAREQLELESQKKIASLAPLRTEFI 382
NTDB id 1193 PAKAF RS26665 WP 003161249.1 FTDLNLVASDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELI 382
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 QINYAKAADIAVLIKDK...............................QNSLLSDRGKISVDARTNTIWIQDTGTKIEEV 420
NTDB id 1284 ACE17W RS12370 WP 010946666.1 QINYAKAADIAVLIKDK...............................QNSLLSDRGKISVDARTNTIWIQDTGTKIEEV 420
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LLKYAKAADIEKLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQI 434
NTDB id 1052 ABD1 RS15850 WP 001017033.1 QLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQI 442
NTDB id 1039 H0N27 RS01460 WP 031993779.1 QLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQI 442
NTDB id 1049885 ACEUIV RS19230 WP 022995173.1 SINYARAEELKTLIT...GESG..........................ATALISERGSVSVDQRTNTLIIQDTVAKLQEI 433
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QVNYAKAADIAKLFQSVTSDGG..........................QEGKEGGRGSITVDDRTNSIIAYQPQERLDEL 436
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 RELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLSGTLEGANELARGTAPAN................... 481
NTDB id 1284 ACE17W RS12370 WP 010946666.1 RELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLSGTLEGANELARGTAPAN................... 481
NTDB id 1009 ACIAD RS15175 WP 004923730.1 RKMIDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQN....SNLLVGGSETTLWNLRNPDSN.......... 500
NTDB id 1052 ABD1 RS15850 WP 001017033.1 RKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNN....NNLLVGGSETTLWNLREPKKDETTGG..... 513
NTDB id 1039 H0N27 RS01460 WP 031993779.1 RKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNN....NNLLVGGSETTLWNLREPKKDETTGG..... 513
NTDB id 1049885 ACEUIV RS19230 WP 022995173.1 RDLIQQLDIPVQQVLIEARVVVATTDLSDEFGVRWGGLGYDGNSLANDGRSMAISGRLTSLRELHYANVDRDDDGSLGEM 513
NTDB id 1193 PAKAF RS26665 WP 003161249.1 RRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKGNWSGY.GKDGNIG..........IKDEDGMNCGPIAGS 505
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 ......VVPLERRLNLDLAAVPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEE 555
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ......VVPLERRLNLDLAAAPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEE 555
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GTYT...IERPDNLNVDLGV...TTTGASSIAFGLISL.SDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVE 573
NTDB id 1052 ABD1 RS15850 WP 001017033.1 YKYT...IERPDNLNVDLGV...SNP.AGSIAFGLISM.SDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQ 585
NTDB id 1039 H0N27 RS01460 WP 031993779.1 YKYT...IERPDNLNVDLGV...SNP.AGSIAFGLISM.SDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQ 585
NTDB id 1049885 ACEUIV RS19230 WP 022995173.1 EEFD...EDTNNDMIVDMGV...DSADATRFAIGFTSL.SSGLIELELSALESEGRGELVATPKVLTADQQPAVIASGQQ 586
NTDB id 1193 PAKAF RS26665 WP 003161249.1 CTFPTTGTSKSPSPFVDLGA...KDA.TSGIGIGFIT..DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSE 579
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 IPYQEATSSGAT...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQ.TFLGVPAIITKEIQTNVLVNNGQTIVL 631
NTDB id 1284 ACE17W RS12370 WP 010946666.1 IPYQEATSSGAT...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQ.TFLGVPAIITKEIQTNVLVNNGQTIVL 631
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VPYQSTTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSINSY.AQNGEAILNKNTINTNVLVNNGETVVL 652
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAGA.APNGELILNKNNINTNVLVDNGETVIL 664
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAGA.APNGELILNKNNINTNVLVDNGETVIL 664
NTDB id 1049885 ACEUIV RS19230 WP 022995173.1 IPFNVATSSGAT...AVEFIEAELRLEVTPQVTPEGDVIMQLKVNNDALGSD...LDNPTISTNRVETTVLVNDGETVVL 660
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VPYQEASSSGAT...STSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVI 656
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 GGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 GGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GGVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1049885 ACEUIV RS19230 WP 022995173.1 GGIFQQEQINSLIKTPFLGDIPWLGALFRKKVKRDSKQELLIFITPRLVKETMARR........... 716
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
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