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NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQS..GKLSPEMLARS.......LAAQL 388
NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQS..GKLRPEALAQA.......VATQL 388
NTDB id 1410 SGL RS13950 WP 010873519.1 SSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELKVLY 83
NTDB id 1110 NGFG RS09235 WP 003689817.1 ..............MSVGLLRILVQNQVVTVEQAEHYYNE.SQAGKEVLPMLFSD..GVISPKSLAAL.......IARVF 56
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ..............MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLEL..SIFHAQELTEQ.......LSHIF 57
NTDB id 1293 VP RS12240 WP 005479695.1 ..............MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSS..GFFTSSELAEH.......LSSIF 57
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ..............MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSS..GFFQSHELTEH.......LSSVF 57
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ......MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKN..KILSAEQIALT.......AAQNF 65
NTDB id 1049879 ACEUIV RS16720 WP 022995252.1 ........MSSPQSSLSGLARRLVNEGHLSTEQVMEAAGAARREQMPLVRRLVGS..GLLTAATVARA.......SAEEF 63
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ......MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEE..VHLSPSLLAET.......ISAEF 65
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ......MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDN..FSISPLTIAEI.......ISLEF 65
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NTDB id 1306 DR RS10060 WP 027479822.1 GYEFLDPIQNPPD.....PKVALMIPEATARRYVVVPVRLQ...GNSLVVAMKDPRNVFALDDLKLITG.....KEILPA 455
NTDB id 1028 TT RS08215 WP 011173991.1 GYPYVDPEEDPPD.....PGAPLLLPEDLCRRYGVFPHRLE...GNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPA 460
NTDB id 1410 SGL RS13950 WP 010873519.1 GVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKGFE..LRRL 161
NTDB id 1110 NGFG RS09235 WP 003689817.1 SYSILDLRHYPRH.....RVLMGVLTEEQMVEFHCVPVFRR...GDKVFFAVSDPTQMPQIQKTV...SAAGIA..VELV 123
NTDB id 1168 A1552VC RS11070 WP 000957200.1 GLPETDLSRYDYA.....NLCQQLGLRELITRYDALPIAKQ...GNLLLLAVSDPTLLQAEEEFR...FATGLQ..VELA 124
NTDB id 1293 VP RS12240 WP 005479695.1 GLSQPELSQYEYA.....SLCQQLGLRELITRHNALPLHRT...PSTLLLAVADPTNQQAEDDFR...FATGLQ..VELV 124
NTDB id 1401 DSB67 RS12665 WP 010643259.1 GLSCTSLNQYEYA.....SLCQTLGLRDLITRHNALPLNRT...SSTLILAVADPTNLQAEDDFR...FATGLQ..VELV 124
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GVPMLDINCIDVG.....TIPVNLVNEKLIKRHAMVPLFSR...GTNLYLATDDPSKQASLKEIQ...FHTGLN..THAI 132
NTDB id 1049879 ACEUIV RS16720 WP 022995252.1 GDPVIDLDAFSPD.....VLVKDLVDTKLIARHTVLPLYKR...GSRLFVAVSDPTNLPALEEIR...FNTGLN..VETV 130
NTDB id 1058 ABD1 RS01615 WP 001274986.1 AEPYFDLDVYDTS.....QIPKDLVDQKLILKHRILPLIQR...GQILYVATSNPSNIEAIDAIR...FNSKLL..VEPV 132
NTDB id 1018 ACIAD RS01685 WP 004920473.1 GEPLLDLGVFDPA.....LFLKDKIDEKLIQKYRIMPLVHR...GHVLYVATSNPTNIEAMDAIR...FNSKLK..VEPI 132
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NTDB id 1306 DR RS10060 WP 027479822.1 VMAEKDIIRLIERYFGEKGFEKLNKELA.......................ERNKTQQSQEADLSVADESAIVQVVDSII 512
NTDB id 1028 TT RS08215 WP 011173991.1 VATEAAITKLIERFYGKAELSEIAKEFA.......................KKQAEEEV..PSPLELDESAAQKFVKQVI 515
NTDB id 1410 SGL RS13950 WP 010873519.1 VVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKIL 241
NTDB id 1110 NGFG RS09235 WP 003689817.1 IVEDDQLAGLLDWVGSRSTSLLQ............ELG..........EG.QEEEESHTLYIDNEEAEDGPVPRFIHKTL 180
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LADHRALQAAIRRLYGRSIQGAANQGKEISQ...DELA..........NL.VKVSDDELQSIEDLSQDDSPVSRFINQVL 190
NTDB id 1293 VP RS12240 WP 005479695.1 LADFRELSTAIRRLYGRSLSHEKSGLKEINQ...EELA..........SL.VDVGADEIDNIEDLSQDESPVSRYINQIL 190
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LADFRELTAAIRRLYGRSLGQEKSGLKEINQ...DELA..........GL.VDIGEDEIENIEDLSQDESPVSRYINQIL 190
NTDB id 1251 GCO85 RS07725 WP 011946523.1 VVETDKLSALIDNLLTAKESQGLSEYVEDSG.DLEGLE..........IS.ADD.EDQDIDTATSVTDDAPIVKFVNKIL 199
NTDB id 1049879 ACEUIV RS16720 WP 022995252.1 IVEDDKLTRWIDRLESEAEGKAFADLDE....GLDNLD..........VA..NGEPAADAKDEANGADDAPIVRFVNKLL 194
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IVEHHKLEKVLGQHFAEESSFDFNDE......EF.DLD..........VN.LDGPTAQEDEEEAPQGDEAPIVKYINKLL 194
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IVEHDKLERLLSEHFVEETHFNFDTE......EL.DLD..........VE.VDPHTTDDDDEDDKLKDEAPIVKYINKLL 194
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NTDB id 1306 DR RS10060 WP 027479822.1 REAALQDASDIHIETTEDAVKVRYRIDGALREQNSF.PKGAAQQIMARLKIMGHLDIAERRVPQDGRVRF..KKGSIDLD 589
NTDB id 1028 TT RS08215 WP 011173991.1 REAFLQDASDIHIEPRQNDVQVRLRIDGALRPYSTL.PKGALNAVISVVKIMGGLNIAEKRLPQDGRVRY..REGAIDVD 592
NTDB id 1410 SGL RS13950 WP 010873519.1 AKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQ..GRKVD 319
NTDB id 1110 NGFG RS09235 WP 003689817.1 SDALRSGASDIHFEFYEHNARIRFRVDGQLREVVQP.PIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVD 259
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQP.ASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAID 268
NTDB id 1293 VP RS12240 WP 005479695.1 LDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQP.PNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAID 268
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQP.PSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAID 268
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LDAIRQGASDIHFEPYEREYRIRYRQDGILHEVATP.PASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAID 277
NTDB id 1049879 ACEUIV RS16720 WP 022995252.1 LDAIKGGASDLHFEPYEKTYRVRFRQDGVLQTMSKP.PINSASKIAARLKVMARLDISERRVPQDGRIKLKISK.NRAID 272
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANP.PLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAID 272
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLIATP.PLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTID 272
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NTDB id 1306 DR RS10060 WP 027479822.1 LRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNT 669
NTDB id 1028 TT RS08215 WP 011173991.1 LRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNT 672
NTDB id 1410 SGL RS13950 WP 010873519.1 FRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNI 399
NTDB id 1110 NGFG RS09235 WP 003689817.1 FRVSTLPTLFGEKVVMRILNSDAASLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNI 339
NTDB id 1168 A1552VC RS11070 WP 000957200.1 MRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINI 348
NTDB id 1293 VP RS12240 WP 005479695.1 MRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINI 348
NTDB id 1401 DSB67 RS12665 WP 010643259.1 MRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINI 348
NTDB id 1251 GCO85 RS07725 WP 011946523.1 FRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNI 357
NTDB id 1049879 ACEUIV RS16720 WP 022995252.1 FRVNTCPTLFGEKIVLRILDPDSAKMGIDALGYEPEQKDMYMKALNQPQGMILVTGPTGSGKTVSLYTGVNILNTPERNI 352
NTDB id 1058 ABD1 RS01615 WP 001274986.1 FRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNI 352
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANI 352
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NTDB id 1306 DR RS10060 WP 027479822.1 TTIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVT 749
NTDB id 1028 TT RS08215 WP 011173991.1 QTIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAIT 752
NTDB id 1410 SGL RS13950 WP 010873519.1 NTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIA 479
NTDB id 1110 NGFG RS09235 WP 003689817.1 ATAEDPAEINLPGINQVNVNDKQGLTFAAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLS 419
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