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NTDB id 1109 OK783 RS10670 WP 157147416.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGV 73
NTDB id 1197 PSJM300 03940 AFN76866.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAI.NEGKTPSLTSTDEG 73
NTDB id 1049792 ACETWS RS26960 WP 310036869.1 ......MKRSIQQGFTLIELMIVVAIIGILAAVALPAYQDYTVRAKVSEAVIQATSPKSLISEAFQTDGLSGMV.AAATT 73
NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMT.AAAKA 72
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV...... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAG.TPSTA 71
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPAT.QAATG 70
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPAT.QAATG 70
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NTDB id 1109 OK783 RS10670 WP 157147416.1 AS...............ASTIKGKYVQKVEV.....AKGVVTAQMA...STGVNKEIQDKKLSLW..........AKRQD 120
NTDB id 1197 PSJM300 03940 AFN76866.1 YI...............GITDSTSYCD...VDLDTAADGHIECTAKG....GNAGKFDGKTITLN.............RT 118
NTDB id 1049792 ACETWS RS26960 WP 310036869.1 FNNKPSN............EKATKYVADM..TINS.ANGQITVTLQSGTSAGFPSDVRGTTLIFTPNVQKVAL..ADGKQ 136
NTDB id 1188 NELON RS01755 WP 003772458.1 FNKTAAAGGGAGGAAAAGTQHASKYVKSV..KVTEASPWDITVAISATEANGIPTGLDGNTIRLFPLVNKAVP..AATST 148
NTDB id 1424 RS RS02795 WP 011000517.1 ............GSSVF...TPTKNVANLTIAGTGTVPGQITVTYTT.AA.......GGGTLALVPTAAGTALPVSSAPS 131
NTDB id 1002 ACIAD RS15100 WP 004923779.1 GS.......SCVGVQEISASNATTNVAT..ATCGASSAGQIIVTMDTTKA.......KGANITLTP..........TYAS 125
NTDB id 1258 GCO85 RS09745 WP 014844212.1 YV................SPAATPNVQS..IAIG..ANGVITITYTA.AA.......GGGTIIMTPT.........LQAN 113
NTDB id 1274 LPP RS09530 WP 011214168.1 YV................SPAATPNVAS..IAIG..ANGVITITYTA.AA.......GGGTIVMTPT.........LQAN 113
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NTDB id 1109 OK783 RS10670 WP 157147416.1 GSVKWFCGQPVTRTGDNDDT..VADANNAIDTKHLPSTCRDESSAT 164
NTDB id 1197 PSJM300 03940 AFN76866.1 ADGEWSCAS...................TLDAKYKPGKCS...... 139
NTDB id 1049792 ACETWS RS26960 WP 310036869.1 GAIDWACGSTTASTAGTRG..LGAAATGTLPAKYAPAECR...... 174
NTDB id 1188 NELON RS01755 WP 003772458.1 GAIDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK...... 188
NTDB id 1424 RS RS02795 WP 011000517.1 GPIMWTCYAQNKAQAASSVA...PSGTMSLAAKYAPAECR...... 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 GAVTWKCTTT..................S.DKKYVPSECRG..... 147
NTDB id 1258 GCO85 RS09745 WP 014844212.1 GDVTWTCTGG..................TLLAKYRPASCRP..... 136
NTDB id 1274 LPP RS09530 WP 011214168.1 GDVTWTCTGG..................TLLAKYRPASCRP..... 136
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